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100 ——AT1G16410 = NP_563996 AAD34693 AAK92827 AAM45122 CYP79F1 (SUPERSHOOT 1)/Similar to gb|AF069494 cytochrome P450 from Sinapis alba and is a member of the PF|00067 Cytochrome P450 family. EST gb|F14190 comes from this gene. /putative cytochrome P450 p ™|
100 L—AT1G16400 = NP_563995 AAG24796 AAK43889 AAL47360 CYP79F2; oxygen binding/cytochrome P450 CYP79F2 /cytochrome P450-like protein /Similar to cytochrome P450
89 AT1G79370 = NP_178055 CYP79C1; heme binding/iron ion binding /monooxygenase/oxygen binding
I AT1G58260 = NP_176122 AAF82261 AAG50952 CYP79C2; heme binding/iron ion binding /monooxygenase/oxygen binding /Strong similarity to N-hydroxylating multifunctional cytochrome P-450 (CYP79) from Sorghum bicolor gb|U32624 and contains a Cytochrome P450
——AT2G22330 = NP_179820 AAD22364 AAM15431 AAY25441 CYP79B3; heme binding/iron ion binding /monooxygenase/oxygen binding /putative cytochrome P450 /putative cytochrome P450 /At2g22330
100 —ﬁ—AANmsm Brassica napus cytochrome P450
P

100 L081345 Sinapis alba AAD03415 C79B1_SINAL Cytochrome P450 79B1/cytochrome P450
1 AT4G39950 = NP_195705 081346 CAB38908 CAB80658 AAK76691 AAM14376 CYP79B2; heme binding/iron ion binding /monooxygenase/oxygen binding /C79B2_ARATH Cytochrome P450 79B2/cytochrome P450-like protein /cytochrome P450-like protein /putative cytochrome P

100 CAl44618 Oryza sativa (japonica cultivar-group) B1168G10.2
i|—|:AI44620 Oryza sativa (japonica cultivar-group) B1168G10.4

46 NP_909675 Oryza sativa (japonica cultivar-group) AAG59648 putative cytochrome p450tyr/putative cytochrome p450tyr
Q43135 Sorghum bicolor AAA85440 C79A1_SORBI Cytochrome P450 79A1 (Tyrosine N-monooxygenase) (Cytochrome P450Tyr)/cytochrome P-450
100 rAAF66544 Triglochin maritimum cytochrome P450 CYP79E2

L_AAF66543 Triglochin maritimum cytochrome P450 CYP79E1
31 100 —AT5G35917 = NP_680351 CYP79A3P; heme binding/iron ion binding /monooxygenase

L—AT5G05260 = NP_568153 Q9FLC8 AAF70255 BAB09969 CYP79A2 (CYTOCHROME P450 79A2); oxygen binding/C79A2_ARATH Cytochrome P450 79A2/cytochrome P450 CYP79A2 /cytochrome P450
100 ~AAT11921 Lotus japonicus cytochrome P450

91 L-AAT11920 Lotus japonicus cytochrome P450
100 AAF27290 Manihot esculenta AAV97888 N-hydroxylating cytochrome P450/N-hydroxylating cytochrome P450 CYP79D2

100 AAV97889 Manihot esculenta N-hydroxylating cytochrome P450 CYP79D1

£AF27289 Manihot esculenta N-hydroxylating cytochrome P450
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43 7_4|:AT1 G01280 = NP_171635 AAF97323 AAY25435 CYP703A2; heme binding/iron ion binding /monooxygenase/oxygen binding /Putative cytochrome P450 /At1g01280
100 BAA92894 Petunia x hybrida cytochrome P450

100 AAL73540 Sorghum bicolor putative cytochrome P450 family

XP_479935 Oryza sativa (japonica cultivar-group) BAD09645 BAD33366 putative cytochrome P450 protein/putative cytochrome P450 protein /putative cytochrome P450 protein
048922 Glycine max AAB94587 C98A2_SOYBN Cytochrome P450 98A2/CYP98A2p
ABC59086 Medicago truncatula cytochrome P450 monooxygenase CYP98A
ABB83677 Coffea canephora putative p-coumaroyl 3'-hydroxylase CYP98A-C2
10G-AAL99201 Ocimum basilicum p-coumaroyl shikimate 3'-hydroxylase isoform 2
AAL99200 Ocimum basilicum p-coumaroyl shikimate 3'-hydroxylase isoform 1
AAT06912 Ammi majus cytochrome P450
CAD20576 Solenostemon scutellarioides putative cytochrome P450
AAL47685 Pinus taeda p-coumarate 3-hydroxylase
AAS57921 Camptotheca acuminata hydroxylase-like cytochrome P450 CASS
AT2G40890 = NP_850337 022203 CYP98A3; p-coumarate 3-hydroxylase/C98A3_ARATH Cytochrome P450 98A3
CAE47491 Triticum aestivum cytochrome P450
91 6 AAU44038 Oryza sativa (japonica cultivar-group) putative cytochrome P450
100 048956 Sorghum bicolor AAC39316 C98A1_SORBI Cytochrome P450 98A1/cytochrome P450 CYP98A1
0 rCAE47490 Triticum aestivum cytochrome P450
CAE47489 Triticum aestivum cytochrome P450
AT3G26210 = NP_189252 Q9LTMO BAB02442 AAT85757 CYP71B23; heme binding/iron ion binding /monooxygenase/oxygen binding /C71BN_ARATH Cytochrome P450 71B23/cytochrome P450 /At3g26210
99 ABA64468 Gerbera hybrid cultivar flavonoid 3'-hydroxylase
100 |_|:AAR00229 Ipomoea purpurea BAD00188 BAD00191 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase /flavonoid 3'-hydroxylase
L AAS48419 Allium cepa flavonoid 3'-hydroxylase
AT4G31940 = NP_194922 CAA16595 CAB79912 CYP82C4; heme binding/iron ion binding /monooxygenase/oxygen binding /Cytochrome P450-like protein /Cytochrome P450-like protein
31 99 CAA04116 Helianthus tuberosus CAA04117 cytochrome P450/cytochrome P450
b0 100 100 AAQ20041 Medicago truncatula isoflavone 3'-hydroxylase
] 91 AAO31712 Pisum sativum cytochrome P450
48 7 BAA93634 Lotus japonicus cytochrome P450
61 . AAQ20042 Medicago truncatula CYP81E8
AT4G37330 = NP_195450 CAB16753 CAB80399 CYP81D4; heme binding/iron ion binding /monooxygenase/oxygen binding /cytochrome P450-like protein /cytochrome P450-like protein
XP_465852 Oryza sativa (japonica cultivar-group) BAD23209 BAD22905 putative cytochrome P450 monooxygenase/putative cytochrome P450 monooxygenase /putative cytochrome P450 monooxygenase
BAD38500 Oryza sativa (japonica cultivar-group) putative elicitor-inducible cytochrome P450
13 100 62 100 BAD36162 Oryza sativa (japonica cultivar-group) BAD38067 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
] 96 | EBAD36161 Oryza sativa (japonica cultivar-group) BAD38066 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
48| 74 BAD36163 Oryza sativa (japonica cultivar-group) BAD38068 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
BAD36157 Oryza sativa (japonica cultivar-group) putative cytochrome P450 monooxygenase CYP92A1
AAL66767 Zea mays cytochrome P450 monooxygenase CYP92A1
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