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ZP_00821955 Yersinia bercovieri ATCC 43970 COG0679: Predicted permeases
ZP_00833917 Yersinia intermedia ATCC 29909 COG0679: Predicted permeases68

ZP_00825585 Yersinia mollaretii ATCC 43969 COG0679: Predicted permeases47

NP_994549 Yersinia pestis biovar Medievalis str. 91001 NP_407238 Yersinia pestis CO92 NP_667777 Yersinia pestis KIM ZP_00795987 Yersinia pestis Angola YP_068789 Yersinia pseudotuberculosis IP 32953 ZP_01177407 Yersinia pestis biovar Orientali
ZP_00793274 Yersinia pseudotuberculosis IP 31758 COG0679: Predicted permeases94

72

ZP_00829228 Yersinia frederiksenii ATCC 33641 COG0679: Predicted permeases
100

YP_339501 Pseudoalteromonas haloplanktis TAC125 CAI86058 hypothetical protein PSHAa0980/putative membrane protein
ZP_00638922 Shewanella frigidimarina NCIMB 400 EAN74272 Auxin Efflux Carrier/Auxin Efflux Carrier

ZP_00633715 Shewanella denitrificans OS217 EAN71557 Auxin Efflux Carrier/Auxin Efflux Carrier80
100

73

YP_523312 Rhodoferax ferrireducens DSM 15236 ABD69781 Auxin Efflux Carrier/Auxin Efflux Carrier
YP_414839 Brucella melitensis biovar Abortus 2308 YP_222135 Brucella abortus biovar 1 str. 9-941 NP_539477 Brucella melitensis 16M AAL51741 AAX74774 Brucella abortus biovar 1 str. 9-941 CAJ11423 Brucella melitensis biovar Abortus Auxin Efflux

ZP_00285018 Burkholderia xenovorans LB400 COG0679: Predicted permeases
YP_372799 Burkholderia sp. 383 ABB12155 Auxin Efflux Carrier/Auxin Efflux Carrier86

86

ZP_01198730 Xanthobacter autotrophicus Py2 EAS15601 conserved hypothetical transmembrane protein/conserved hypothetical transmembrane protein
35

ZP_00912690 Rhodobacter sphaeroides ATCC 17025 EAP66048 malonate transporter, putative/malonate transporter, putative
52

NP_102819 Mesorhizobium loti MAFF303099 BAB48605 probable mdcF malonate transporter/probable mdcF malonate transporter
18

XP_463623 Oryza sativa (japonica cultivar-group) Q5JLM1 Oryza sativa BAD87633 Oryza sativa (japonica cultivar-group) putative auxin transport protein-like/PIN6_ORYSA Probable auxin efflux carrier component 6 (OsPIN6)/auxin efflux carrier-like
ABA91234 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os11g0295085

XP_483458 Oryza sativa (japonica cultivar-group) Q6ZIB5 Oryza sativa BAD09105 Oryza sativa (japonica cultivar-group) PIN1-like auxin transport protein-like/PIN4_ORYSA Probable auxin efflux carrier component 4 (OsPIN4)/PIN1-like auxin transport pr57

AAT48629 Medicago truncatula ABD28360 putative auxin efflux carrier protein 9/Auxin Efflux Carrier
Q9FFD0 Arabidopsis thaliana PIN8_ARATH Putative auxin efflux carrier component 8 (AtPIN8)82

96

NP_915836 Oryza sativa (japonica cultivar-group) Q5VQY3 Oryza sativa BAD68142 Oryza sativa (japonica cultivar-group) auxin transport protein-like/PIN5_ORYSA Probable auxin efflux carrier component 5 (OsPIN5)/putative auxin transporter PIN1
Ppa_PIN8_8_2 CAD56980 Physcomitrella patens putative auxin transport protein
Ppa_PIN8_2_199

Ppa_PIN8_19_1100

AAT48627 Medicago truncatula putative auxin efflux carrier protein 6
AT1G77110 = NP_177836 Q9SQH6 AAD52696 PIN6 (PIN-FORMED 6); auxin:hydrogen symporter/transporter /PIN6_ARATH Probable auxin efflux carrier component 6 (AtPIN6)/auxin transport protein99

21

Smo_PIN8_33_2 Smo_PIN8_31_1
Smo_PIN8_19_2 Smo_PIN8_7_1

Smo_PIN8_22_1 Smo_PIN8_26_248
Smo_PIN8_28_2
Smo_PIN8_15_2100

25

10

XP_475933 Oryza sativa (japonica cultivar-group) Q6L5F6 Oryza sativa AAT39149 Oryza sativa (japonica cultivar-group) putative auxin efflux carrier/PIN3B_ORYSA Putative auxin efflux carrier component 3b (OsPIN3b)/putative auxin efflux carrier
NP_917177 Oryza sativa (japonica cultivar-group) Q5VP70 Oryza sativa BAD68753 Oryza sativa (japonica cultivar-group) BAD68754 putative efflux carrier, pin3/PIN3A_ORYSA Probable auxin efflux carrier component 3a (OsPIN3a)/putative efflux carrier /

BAD05032 Pisum sativum putative auxin transport protein
AAM55299 Medicago truncatula auxin efflux carrier protein98
AAM55297 Medicago truncatula auxin efflux carrier protein82

AAM54033 Populus tremula x Populus tremuloides PIN1-like auxin transport protein
AAP59843 Populus tomentosa PIN1-like protein100

33

AAQ14258 Momordica charantia auxin efflux carrier
39

AT1G70940 = NP_177250 Q9S7Z8 AAD52695 AAD55507 AAM96993 AAN72096 PIN3 (PIN-FORMED 3); auxin:hydrogen symporter/transporter /PIN3_ARATH Auxin efflux carrier component 3 (AtPIN3)/auxin transport protein /auxin transport protein /putative auxin transpo
CAC24691 Brassica juncea CAC67457 CAC67688 efflux carrier of polar auxin transport/efflux carrier, pin2 /efflux carrier, pin387
AT1G23080 = NP_849700 Q940Y5 AAC00611 AAD52697 PIN7 (PIN-FORMED 7); auxin:hydrogen symporter/transporter /PIN7_ARATH Auxin efflux carrier component 7 (AtPIN7)/unknown protein /auxin transport protein73

AT2G01420 = NP_565261 NP_849923 Q8RWZ6 AAF36769 AAC67319 AAM15143 AAM14031 AAP40497 PIN4 (PIN-FORMED 4); auxin:hydrogen symporter/transporter /PIN4 (PIN-FORMED 4); auxin:hydrogen symporter /PIN4_ARATH Auxin efflux carrier component 4 (AtPIN4)/auxin
82

79

AAM55298 Medicago truncatula auxin efflux carrier protein
AAT48628 Medicago truncatula putative auxin efflux carrier protein 797

AT5G57090 = NP_568848 Q9LU77 AAC39513 AAC61781 AAC84042 AAD11780 BAA97359 AAL84962 AAN64543 BAD44121 EIR1 (ETHYLENE INSENSITIVE ROOT 1); auxin:hydrogen symporter/transporter /PIN2_ARATH Auxin efflux carrier component 2 (AtPIN2) (Auxin efflux carrier
AAD16060 Arabidopsis thaliana root gravitropism control protein100

88

Q651V6 Oryza sativa BAD46411 Oryza sativa (japonica cultivar-group) PIN2_ORYSA Probable auxin efflux carrier component 2 (OsPIN2)/putative auxin efflux carrier protein
89

10

AAG17172 Populus tremula x Populus tremuloides PIN1-like auxin transport protein
P0C0X5 Oryza sativa ABA91350 Oryza sativa (japonica cultivar-group) ABA95736 PIN1B_ORYSA Probable auxin efflux carrier component 1b (OsPIN1b)/auxin transport protein, putative /auxin transport protein REH1, putative

AT1G73590 = NP_177500 Q9C6B8 AAD04376 AAG51807 AAK50090 AAM16221 PIN1 (PIN-FORMED 1); transporter/PINI_ARATH Auxin efflux carrier component 1 (Protein PIN-FORMED) (AtPIN1)/putative auxin efflux carrier protein; AtPIN1 /auxin transporter splice varia60
24

AAO38045 Pisum sativum auxin efflux carrier protein PIN1
AAM55300 Medicago truncatula auxin efflux carrier protein65

CAJ84441 Lupinus albus auxin efflux carrier
AAM55301 Medicago truncatula auxin efflux carrier protein26

24

AAT48630 Medicago truncatula putative auxin efflux carrier protein 10
AAM54034 Populus tremula x Populus tremuloides PIN1-like auxin transport protein41

7

Q67UL3 Oryza sativa BAD38156 Oryza sativa (japonica cultivar-group) PIN1C_ORYSA Probable auxin efflux carrier component 1c (OsPIN1c)/putative auxin transporter
AAS19858 Triticum aestivum auxin transporter PIN158
XP_507529 Oryza sativa (japonica cultivar-group) XP_506965 XP_467740 Q5SMQ9 Oryza sativa AAC39514 BAD72497 Oryza sativa (japonica cultivar-group) BAD72501 PREDICTED P0585G03.37 gene product/PREDICTED P0585G03.37 gene product /putative auxin trans83

BAC41319 Cucumis sativus PIN1-like auxin transport protein
AAQ14256 Momordica charantia AEC1

AAQ14257 Momordica charantia auxin efflux carrier67
99
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NP_916643 Oryza sativa (japonica cultivar-group) putative auxin transport protein
DAA05219 Medicago truncatula TPA: TPA_exp: auxin efflux carrier protein

AT5G15100 = NP_197014 Q9LFP6 CAC01829 auxin:hydrogen symporter/transporter /PIN5_ARATH Putative auxin efflux carrier component 5 (AtPIN5)/auxin transport protein-like42
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