
BAE20159 Mougeotia scalaris BAE20164 neochrome/neochrome
AAX81328 Mougeotia scalaris neochrome

BAE20158 Mougeotia scalaris BAE20163 neochrome/neochrome
AT2G34650 = NP_181012 AAC26704 AAF40202 PID (PINOID); kinase/putative protein kinase /protein kinase PINOID
AAB54117 Brassica rapa putative serine/threonine protein kinase

AAS57526 Pisum sativum serine/threonine protein kinase
ABA99407 Oryza sativa (japonica cultivar-group) serine/threonine protein kinase, putative

AAT85273 Oryza sativa (japonica cultivar-group) AAU90259 kinase domain containing protein/kinase domain containing protein
NP_916481 Oryza sativa (japonica cultivar-group) BAB62563 putative serine/threonine-specific protein kinase ATPK64 /putative serine/threonine-specific protein kinase ATPK64

AAB95304 Arabidopsis thaliana putative second messenger-dependent protein kinase
AAB71418 Pisum sativum putative protein kinase

AT1G53700 = NP_175774 AAC78477 AAG51984 kinase/protein kinase homolog /auxin-induced protein kinase, putative; 23581-22151
AT3G14370 = NP_188054 BAB01042 AAM67139 kinase/protein kinase /putative protein kinase

BAA82168 Cucumis sativus BAA93704 CsPK3/cucumber protein kinase CsPK3
XP_483096 Oryza sativa (japonica cultivar-group) BAD09675 BAD09997 putative protein kinase/putative protein kinase /putative protein kinase

BAD46322 Oryza sativa (japonica cultivar-group) BAD46396 putative Protein kinase G11A/putative Protein kinase G11A
XP_450350 Oryza sativa (japonica cultivar-group) BAD23437 BAD23751 putative protein kinase G11A/putative protein kinase G11A /putative protein kinase G11A
AAA33509 Zea mays protein kinase

AAA33905 Oryza sativa G11A protein
P47997 Oryza sativa BAD54643 Oryza sativa (japonica cultivar-group) BAD69398 G11A_ORYSA Protein kinase G11A/putative Protein kinase G11A /putative Protein kinase G11A

XP_467557 Oryza sativa (japonica cultivar-group) BAD12918 BAD13043 putative Protein kinase G11A/putative Protein kinase G11A /putative Protein kinase G11A
AT5G55910 = NP_200402 BAB08656 kinase/serine/threonine-specific protein kinase ATPK64
BAA01731 Arabidopsis thaliana protein kinase

AT4G26610 = NP_194391 CAB43857 CAB79516 AAL36279 AAM14187 kinase/putative protein kinase /putative protein kinase /putative protein kinase /putative protein kinase
P15792 Phaseolus vulgaris AAA33772 KPK1_PHAVU Protein kinase PVPK-1/PVPK-1 protein

CAA62476 Solanum tuberosum stpk1 protein kinase
AT3G27580 = NP_189395 NP_001030784 Q05999 BAA01716 BAB01288 AAQ65194 BAD43292 BAD44162 ATPK7; kinase/ATPK7; kinase /KPK7_ARATH Putative serine/threonine-protein kinase PK7/serine/threonine protein kinase /serine/threonine-protein kinase /At3g27580 /

AT5G47750 = NP_199586 BAA01715 BAB11322 AAL06887 AAM47480 kinase/serine/threonine protein kinase /protein kinase (EC 2.7.1.37) 5 /AT5g47750/MCA23_7 /AT5g47750/MCA23_7
AAL32579 Arabidopsis thaliana AAM13302 protein kinase 5/protein kinase 5

XP_467102 Oryza sativa (japonica cultivar-group) BAD25318 putative protein kinase 5/putative protein kinase 5
NP_922739 Oryza sativa (japonica cultivar-group) AAK31277 AAP55026 putative protein kinase/putative protein kinase /protein kinase, putative

XP_473399 Oryza sativa (japonica cultivar-group) CAD41468 OSJNBa0079A21.10/OSJNBa0079A21.12
AAW38935 Lycopersicon esculentum AvrPto-dependent Pto-interacting protein 3

AT2G44830 = NP_850426 AAC31841 kinase/putative protein kinase
AAL84933 Arabidopsis thaliana At2g44830/T13E15.16

Smo_PID_4_1
Smo_PID_37_1

AAT73640 Oryza sativa (japonica cultivar-group) AAU90155 'unknown protein, contains protein kinase domain, PF00069'/putative protein kinase
NP_913533 Oryza sativa (japonica cultivar-group) BAA96593 unnamed protein product/putative viroid symptom modulation protein

XP_464977 Oryza sativa (japonica cultivar-group) BAD21495 BAD22209 putative viroid symptom modulation protein/putative viroid symptom modulation protein /putative viroid symptom modulation protein
AT3G12690 = NP_974296 NP_974295 NP_187875 BAB02413 AAS49052 AAV85687 kinase/kinase /kinase /protein kinase /At3g12690 /At3g12690

AT1G79250 = NP_178045 AAC17041 kinase/Strong similarity to ser/thr protein kinases, especially gb|X97980 from solanum berthaultii, gb|X90990 from solanum tuberosum and gb|D10909 from A. thaliana.
AT1G16440 = NP_173094 AAD34696 kinase/Similar to gb|J04556 G11A protein from Oryza sativa and contains a PF|00069 Eukaryotic protein kinase domain.

AAF66637 Lycopersicon esculentum viroid symptom modulation protein
CAA66616 Solanum berthaultii protein kinase

AT5G40030 = NP_198819 BAA97351 kinase/protein kinase
AT2G36350 = NP_181176 AAD21431 kinase/putative protein kinase

AT3G52890 = NP_566973 NP_850687 CAB86893 AAF68383 AAM74511 AAN71909 AAN72297 KIPK (KCBP-INTERACTING PROTEIN KINASE); kinase/KIPK (KCBP-INTERACTING PROTEIN KINASE); kinase /protein kinase-like /protein kinase KIPK /AT3g52890/F8J2_60 /putative protein
AT5G03640 = NP_195984 CAB82929 kinase/protein kinase-like protein

ABA98253 Oryza sativa (japonica cultivar-group) protein kinase KIPK
Ppa_PID_2_1

Ppa_PID_21_1
Smo_PID_44_1

Smo_PID_8_1
AT3G44610 = NP_190047 CAB72463 kinase/protein kinase-like protein

Smo_PID_86_1
Smo_PID_7_1

BAE20161 Mougeotia scalaris BAE20166 phototropin/phototropin
Smo_PID_1_1 Smo_PID_188_1
Smo_PID_35_1

Smo_PID_18_1
BAA36192 Adiantum capillus-veneris PHY3

BAD89967 Phaseolus vulgaris phototropin
AAM15725 Pisum sativum phototropin 1
AAB41023 Pisum sativum phototropin-like protein PsPK4

BAC23099 Vicia faba phototropin
BAD89966 Phaseolus vulgaris phototropin
1909355A Pisum sativum AAA50304 1909355A protein kinase/protein kinase
BAC23098 Vicia faba phototropin

AT3G45780 = NP_001030814 NP_190164 O48963 AAC01753 CAB75791 AAK25928 AAK64120 PHOT1; kinase/PHOT1; kinase /PHOT1_ARATH Phototropin-1 (Non-phototropic hypocotyl protein 1) (Root phototropism protein 1) /nonphototropic hypocotyl 1 /nonphototropic hypo
CAA82994 Mesembryanthemum crystallinum protein kinase

AAB88817 Zea mays nonphototropic hypocotyl 1
AAC05084 Avena sativa NPH1-2
AAC05083 Avena sativa NPH1-1
BAA84780 Oryza sativa (japonica cultivar-group) ABA95572 nonphototrophic hypocotyl 1a/Protein kinase domain, putative
CAB65325 Oryza sativa (indica cultivar-group) non-phototropic hypocotyl NPH1

CAA82993 Spinacia oleracea protein kinase
BAD89968 Phaseolus vulgaris phototropin

AT5G58140 = NP_851212 NP_851210 NP_851211 P93025 AAC27293 PHOT2 (NON PHOTOTROPIC HYPOCOTYL 1-LIKE); kinase/PHOT2 (NON PHOTOTROPIC HYPOCOTYL 1-LIKE); kinase /PHOT2 (NON PHOTOTROPIC HYPOCOTYL 1-LIKE); kinase /PHOT2_ARATH Phototropin-2 (Defective in ch
AAB39188 Arabidopsis thaliana putative serine/threonine protein kinase

XP_471720 Oryza sativa (japonica cultivar-group) BAA84779 CAD40495 OSJNBa0079M09.13/nonphototrophic hypocotyl 1b /OSJNBa0079M09.13
BAD16729 Adiantum capillus-veneris BAD16730 phototropin 2/phototropin 2

BAA95669 Adiantum capillus-veneris phototropin
Ppa_PID_7_1 BAD32623 Physcomitrella patens phototropin

Ppa_PID_25_1 BAD32622 Physcomitrella patens phototropin
Ppa_PID_1_1 BAD32625 Physcomitrella patens phototropin
Ppa_PID_34_1 BAD32624 Physcomitrella patens phototropin

Ppa_PID_83_1
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