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XP_629136 Dictyostelium discoideum AX4 AAL74249 Dictyostelium discoideum EAL60721 ABC transporter B family protein/ABC transporter AbcB2 /ABC transporter B family protein
XP_629966 Dictyostelium discoideum AX4 AAL74250 Dictyostelium discoideum EAL61553 ABC transporter B family protein/ABC transporter AbcB3 /ABC transporter B family protein99

AAW56448 Mus musculus multidrug resistance protein 1a100
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AT1G02520 = NP_171753 Q9FWX7 AAG10628 ATPase, coupled to transmembrane movement of substances/MDR8_ARATH Multidrug resistance protein 8 (P-glycoprotein 11)/Putative ABC transporter
AT1G02530 = NP_171754 Q9FWX8 AAG10627 ATPase, coupled to transmembrane movement of substances/MDR16_ARATH Multidrug resistance protein 16 (P-glycoprotein 12)/Putative ABC transporter100

AT4G01830 = NP_192092 Q9SYI3 AAD22645 CAB80676 ATPase, coupled to transmembrane movement of substances/MDR5_ARATH Putative multidrug resistance protein 5 (P-glycoprotein 5)/putative P-glycoprotein-like protein /putative P-glycoprotein-like protein
AT4G01820 = NP_192091 Q9SYI2 CAA75922 AAD22644 CAB80675 MDR3/MDR3_ARATH Putative multidrug resistance protein 3 (P-glycoprotein 3)/P-glycoprotein-like protein /P-glycoprotein-like protein /P-glycoprotein-like protein pgp3100

100

AT3G62150 = NP_191774 Q9M1Q9 CAB71875 ATPase, coupled to transmembrane movement of substances/MDR17_ARATH Multidrug resistance protein 17 (P-glycoprotein 21)/P-glycoprotein-like proetin
AT2G47000 = NP_182223 O80725 AAC34225 ATPase, coupled to transmembrane movement of substances/MDR4_ARATH Multidrug resistance protein 4 (P-glycoprotein 4)/putative ABC transporter100

BAB62040 Coptis japonica CjMDR147

78

NP_908488 Oryza sativa (japonica cultivar-group) BAA96612 CAD59589 unnamed protein product/putative CjMDR1 /MDR-like ABC transporter
XP_475574 Oryza sativa (japonica cultivar-group) CAD59590 MDR-like ABC transporter/MDR-like ABC transporter100

100

XP_463416 Oryza sativa (japonica cultivar-group) CAD59586 putative multidrug resistance protein 1 homolog/MDR-like ABC transporter
BAB85651 Triticum aestivum multidrug resistance protein 1 homolog

CAD59587 Oryza sativa (japonica cultivar-group) MDR-like ABC transporter100
57

CAD59585 Oryza sativa (japonica cultivar-group) MDR-like ABC transporter
NP_917072 Oryza sativa (japonica cultivar-group) BAD81814 putative multidrug resistance protein 1 homolog/P-glycoprotein-like100

100

NP_918112 Oryza sativa (japonica cultivar-group) CAD59593 putative multidrug resistance protein/MDR-like ABC transporter
NP_918119 Oryza sativa (japonica cultivar-group) BAD87676 putative multidrug resistance protein/putative CjMDR1100

93

BAD15946 Oryza sativa (japonica cultivar-group) BAD28861 putative MDR-like ABC transporter/putative MDR-like ABC transporter

82

AT4G18050 = NP_193539 Q9M0M2 CAB78807 ATPase, coupled to transmembrane movement of substances/MDR9_ARATH Multidrug resistance protein 9 (P-glycoprotein 9)/multidrug resistance protein/P-glycoprotein-like
AT5G46540 = NP_199466 Q9FHF1 ATPase, coupled to transmembrane movement of substances/MDR7_ARATH Multidrug resistance protein 7 (P-glycoprotein 7)100
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100
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XP_464406 Oryza sativa (japonica cultivar-group) BAD16475 putative multidrug resistance p-glycoprotein/putative multidrug resistance p-glycoprotein

AT3G28345 = NP_189475 Q9LHD1 ATPase, coupled to transmembrane movement of substances/MDR13_ARATH Multidrug resistance protein 13 (P-glycoprotein 15)
AT3G28390 = NP_189480 Q9LSJ5 BAB02855 ATPase, coupled to transmembrane movement of substances/MDR20_ARATH Putative multidrug resistance protein 20 (P-glycoprotein 18)/multidrug resistance p-glycoprotein; ABC transporter-like protein

AT3G28360 = NP_189477 Q9LSJ8 BAB02852 ATPase, coupled to transmembrane movement of substances/MDR18_ARATH Multidrug resistance protein 18 (P-glycoprotein 16)/multidrug resistance p-glycoprotein; ABC transporter-like protein44
AT3G28380 = NP_189479 Q9LSJ6 BAB02854 ATP binding/ATPase/ATPase, coupled to transmembrane movement of substances /nucleoside-triphosphatase/nucleotide binding /MDR19_ARATH Putative multidrug resistance protein 19 (P-glycoprotein 17)/multidrug resist

AT3G28415 = NP_683599 Q9LSJ2 BAB02858 ATP binding/ATPase/ATPase, coupled to transmembrane movement of substances /nucleoside-triphosphatase/nucleotide binding /MDR21_ARATH Putative multidrug resistance protein 21 (P-glycoprotein 22)/multidrug resist38
100

100

ABD33400 Medicago truncatula Cyclic peptide transporter
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100

XP_472917 Oryza sativa (japonica cultivar-group) CAD41096 OSJNBb0011N17.13/OSJNBb0011N17.13

47

CAA71179 Hordeum vulgare subsp. vulgare P-glycoprotein homologue
CAD59577 Oryza sativa (japonica cultivar-group) BAD87059 MDR-like ABC transporter/MDR-like p-glycoprotein-like
NP_916716 Oryza sativa (japonica cultivar-group) putative P-glycoprotein100

100
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AT3G28860 = NP_189528 Q9LJX0 BAB02129 ATMDR1/ATMDR11/PGP19; ATPase, coupled to transmembrane movement of substances /MDR11_ARATH Multidrug resistance protein 11 (P-glycoprotein 19)/P-glycoprotein; multi-drug resistance related; ABC transporter-like
BAC41846 Arabidopsis thaliana putative P-glycoprotein
AAN28720 Arabidopsis thaliana MDR-like p-glycoprotein69

100

XP_472741 Oryza sativa (japonica cultivar-group) CAD40903 CAD59581 OSJNBa0036B21.21/OSJNBa0036B21.21 /MDR-like ABC transporter
XP_474071 Oryza sativa (japonica cultivar-group) CAD59582 CAD41854 CAE05967 OSJNBb0079B02.13/MDR-like ABC transporter /OSJNBb0079B02.13 /OSJNBa0063C18.871
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100

AAF23176 Gossypium hirsutum P-glycoprotein
AT4G25960 = NP_194326 Q8LPK2 CAA71277 CAA71276 CAB39661 CAB79451 ATPase, coupled to transmembrane movement of substances/MDR2_ARATH Multidrug resistance protein 2 (P-glycoprotein 2)/P-glycoprotein-2 /P-glycoprotein-2 /P-glycoprotein-2 (pgp2) /P-glyc
AAM20507 Arabidopsis thaliana P-glycoprotein-2100

AT1G10680 = NP_172538 Q9SGY1 AAF17668 ATPase, coupled to transmembrane movement of substances/MDR10_ARATH Multidrug resistance protein 10 (P-glycoprotein 10)/F20B24.1294
100

XP_467259 Oryza sativa (japonica cultivar-group) CAD59583 BAD07906 BAD07706 MDR-like ABC transporter/MDR-like ABC transporter /MDR-like ABC transporter /MDR-like ABC transporter
100
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AT1G27940 = NP_174115 Q9C7F8 AAG51482 ATPase, coupled to transmembrane movement of substances/MDR15_ARATH Putative multidrug resistance protein 15 (P-glycoprotein 13)/P-glycoprotein, putative
AT1G28010 = NP_174122 Q9C7F2 AAG51476 ATPase, coupled to transmembrane movement of substances/MDR12_ARATH Multidrug resistance protein 12 (P-glycoprotein 14)/P-glycoprotein, putative100

88

42

AAR10387 Sorghum bicolor P-glycoprotein 1
AAR00316 Zea mays PGP1; ZMPGP1100

XP_483819 Oryza sativa (japonica cultivar-group) CAD59580 BAD12940 putative P-glycoprotein 1/MDR-like ABC transporter /putative P-glycoprotein 1100

AAD10836 Solanum tuberosum P-glycoprotein
AAM98246 Arabidopsis thaliana putative ABC transporter

AT2G36910 = NP_181228 Q9ZR72 CAA43646 AAD31576 ATPGP1 (ARABIDOPSIS THALIANA P GLYCOPROTEIN1); calmodulin binding/MDR1_ARATH Multidrug resistance protein 1 (P-glycoprotein 1) (AtPgp1)/P-glycoprotein /putative ABC transporter100
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PGP1 (MDR1)

PGP19 (MDR11)

cDNA with a few base difference to the genome

cDNA with a few base difference to the genome

Os01g0695700

few difference to Os01g0695700 without strain specification, match a single location on the genome


