
AT5G54510 = NP_200262 Q9LSQ4 BAA97524 BAB17304 AAL47444 AAX12878 DFL1 (DWARF IN LIGHT 1)/GH36_ARATH Indole-3-acetic acid-
AT4G27260 = NP_194456 O81829 CAA19720 CAB79581 AAL49795 AAM20166 GH3.5/GH35_ARATH Indole-3-acetic acid-amido synthetase G100

Q60EJ6 Oryza sativa AAU90225 Oryza sativa (japonica cultivar-group) GH34_ORYSA Probable indole-3-acetic acid-amido synthe
NP_916418 Oryza sativa (japonica cultivar-group) Q8LQM5 Oryza sativa BAB92590 Oryza sativa (japonica cultivar-group) p100

43

XP_478978 Oryza sativa (japonica cultivar-group) Q7XIN9 Oryza sativa BAC79627 Oryza sativa (japonica cultivar-group) p
NP_916255 Oryza sativa (japonica cultivar-group) P0C0M2 Oryza sativa putative auxin-responsive GH3 protein/GH32_ORYSA Pr100

AT2G14960 = NP_179101 O82333 AAC61292 GH3.1/GH31_ARATH Probable indole-3-acetic acid-amido synthetase GH3.1 (Auxin-respon
CAA42636 Glycine max auxin-responsive GH3 product

AT2G23170 = NP_179898 O22190 AAB87114 AAL91274 AAN33198 GH3.3/GH33_ARATH Indole-3-acetic acid-amido synthetase GH3.3 (Aux
AT1G59500 = NP_176159 Q9LQ68 AAF79776 AAK62800 BAB82427 GH3.4/GH34_ARATH Indole-3-acetic acid-amido synthetase GH3.4 (Aux

AT4G37390 = NP_195455 CAB38206 CAB80404 YDK1/auxin-responsive GH3-like protein /auxin-responsive GH3-like protein100
100

46

AAS02074 Capsicum chinense auxin and ethylene responsive GH3-like protein
AAD32141 Nicotiana tabacum Nt-gh3 deduced protein100

35

97

100

28

CAJ14972 Pinus pinaster auxin-induced GH3 protein

47

Smo_GH36_18_1

100

AT2G47750 = NP_182296 O82243 AAC63630 AAL06947 AAN18195 unknown protein/GH39_ARATH Putative indole-3-acetic acid-amido sy
P0C0M3 Oryza sativa GH311_ORYSA Probable indole-3-acetic acid-amido synthetase GH3.11 (Auxin-responsive GH3-like protein 11100

Q654M1 Oryza sativa BAD45367 Oryza sativa (japonica cultivar-group) BAD45739 GH37_ORYSA Probable indole-3-acetic acid-ami
AT5G13380 = NP_196842 unknown protein

AT5G13350 = NP_196839 CAB86642 unknown protein/auxin-responsive-like protein
AT5G13360 = NP_196840 NP_001031874 CAB87143 BAD95006 unknown protein/unknown protein /auxin reponsive-like protein /auxin
AT5G13370 = NP_196841 BAC41918 AAO64857 unknown protein/putative auxin responsive protein /At5g1337053

68
100

AT1G48660 = NP_175299 AAG60122 unknown protein/Nt-gh3 deduced protein, putative
AT5G51470 = NP_199960 BAB08663 unknown protein/auxin-responsive GH3-like protein98

AT5G13320 = NP_196836 CAB86639 unknown protein/auxin-responsive-like protein
AT1G23160 = NP_173729 AAC00604 unknown protein/highly similar to auxin-regulated protein GH3, gp|X60033|18591100

100

66

89

AT1G28130 = NP_174134 Q9FZ87 AAF98442 AAG51481 AAK96476 AAM47375 GH3.17/GH317_ARATH Indole-3-acetic acid-amido synthetase

66

74

92

Smo_GH36_35_1
Smo_GH36_38_1100

Smo_GH36_25_1
Smo_GH36_3_157

100

Smo_GH36_30_1
Smo_GH36_16_1100

96

100

Ppa_GH36_1_1 CAD21959 Physcomitrella patens CAD42870 GH3-like protein/GH3-like protein

67

Smo_GH36_37_1
Smo_GH36_36_196

Smo_GH36_31_1
AT4G03400 = NP_192249 AAD11582 AAD14468 CAB77825 AAL24423 AAN15380 DFL2 (DWARF IN LIGHT 2)/GH3-like protein /putative GH3

Q53P49 Oryza sativa AAX96342 Oryza sativa (japonica cultivar-group) ABA91816 GH312_ORYSA Probable indole-3-acetic acid-am
NP_913392 Oryza sativa (japonica cultivar-group) BAD81367 unnamed protein product/putative Nt-gh3 deduced protein100

AAK92798 Arabidopsis thaliana putative auxin-responsive protein
AT2G46370 = NP_850453 NP_566071 AAF86349 AAD23040 AAN12979 JAR1 (JASMONATE RESISTANT 1)/JAR1 (JASMONATE RESISTANT 1) /FIN100

XP_475977 Oryza sativa (japonica cultivar-group) Q6I581 Oryza sativa AAT47070 Oryza sativa (japonica cultivar-group) p
BAE46566 Nicotiana glutinosa putative auxin-regulated protein80

99

97

96

87

Ppa_GH36_2_1 BAB71764 Physcomitrella patens CAD22056 CAD42871 GH3-like protein 1/GH3-like protein /GH3-like protein

77

66

100

XP_781035 Strongylocentrotus purpuratus PREDICTED: similar to D11lgp1, partial
NP_350001 Clostridium acetobutylicum ATCC 824 AAK81341 Homolog of plant auxin-responsive GH3-like protein/Homolog of plant

0.100
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