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XP_957024 Neurospora crassa N150 XP_322123 Neurospora crassa EAA27788 hypothetical protein/hypothetical protein /hypothe
AQ89123 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_05742

100 100 XP_359452 Magnaporthe grisea 70-15 hypothetical protein MG05325.4
XP_386863 Gibberella zeae PH-1 EAA77623 hypothetical protein FG06687.1/hypothetical protein FG06687.1
BAE65301 Aspergillus oryzae unnamed protein product
100 ———XP_457626 Debaryomyces hansenii CBS767 CAG85640 hypothetical protein DEHAO0B15719g/unnamed protein product
67 | e—XP_713970 Candida albicans SC5314 XP_713912 EAK94813 EAK94872 hypothetical protein Ca019.9843/hypothetical protein Ca019.2
75 84 NP_983912 Eremothecium gossypii AAS51736 Ashbya gossypii ATCC 10895 ADL184Wp/ADL184Wp
100 |_:XP7454268 Kluyveromyces lactis NRRL Y-1140 CAG99355 unnamed protein product/unnamed protein product
88 93 100 NP_014082 Saccharomyces cerevisiae P42841 CAA86378 CAA96247 AAT93077 Integral subunit of the pre-mRNA cleavage and polyade
XP_449524 Candida glabrata CBS 138 CAG62500 hypothetical protein CAGLOM04081g/unnamed protein product
71 XP_500163 Yarrowia lipolytica CLIB122 CAG84095 hypothetical protein/unnamed protein product
NP_592884 Schizosaccharomyces pombe 972h- QQUTN4 Schizosaccharomyces pombe CAB55873 hypothetical protein SPAC12G12.14c/Y
74 XP_569471 Cryptococcus neoformans var. neoformans JEC21 EAL21719 Cryptococcus neoformans var. neoformans B-3501A AAW42164
XP_756365 Ustilago maydis 521 EAK81035 hypothetical protein UM00218.1/hypothetical protein UM00218.1
NP_584665 Encephalitozoon cuniculi GB-M1 CAD25169 similarity to HYPOTHETICAL WD-REPEAT PROTEIN YN57_yeast/similarity to HY
99 XP_397060 Apis mellifera PREDICTED: similar to GA10752-PA
XP_321783 Anopheles gambiae str. PEST EAA01087 ENSANGP00000016766/ENSANGP00000016766
100 EAL28181 Drosophila pseudoobscura GA10752-PA
41 90 NP_730983 Drosophila melanogaster NP_730982 AAK93119 AAF51974 AAN13257 CG1109-PB, isoform B/CG1109-PA, isoform A /LD24014p
XP_226076 Rattus norvegicus XP_540985 Canis familiaris XP_849073 NP_083142 Mus musculus XP_615405 Bos taurus NP_06085
o7 MADNSOS Tetraodon nigroviridis wdc146
69 AAT68088 Danio rerio FLJ11294-like
XP_780284 Strongylocentrotus purpuratus PREDICTED: similar to WD repeat domain 33
100 —NP_496985 Caenorhabditis elegans CAB76722 R06A4.9/Hypothetical protein RO6A4.9
54 L CAE65932 Caenorhabditis briggsae Hypothetical protein CBG11105
] 61 Smo_FY_112_1 Smo_FY_2 1
Ppa_FY_61_1
100 100 AAT72461 Lolium perenne FY protein
04 —&BAD87887 Oryza sativa (japonica cultivar-group) putative FY protein
XP_463744 Oryza sativa (japonica cultivar-group) B1147A04.22

AT5G13480 = NP_196852 AAS76712 FY (FY)/At5913480
8338_Cre

gnl|CMER|CMQ221C_probable_polyadenylation_factor_|_subunit_2_Pfs2p

XP_653606 Entamoeba histolytica HM-1:IMSS EAL48220 WD repeat protein/WD repeat protein
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