
ABH1 (AT2G13540): global / partial tree
File name: ABH1.pt3.svg
55 aa residues 33 OTU included.
Partial tree including Smo_ABH1914855872_1.
Assemble Job Id:hOnhLS
Tree job id: bydj74
BP values out of 100
Analyzed by hiwatash@nibb.ac.jp
Date: Mon Jun 12 17:56:59 JST 2006

NP_650969 Drosophila melanogaster AAF55893 AAY55192 AAY55221 CG7907-PA/CG7907-PA /IP13958p /IP13758p
gnl|CMER|CMJ189C_probable_mRNA_cap_binding_protein_8061

CAE67185 Caenorhabditis briggsae Hypothetical protein CBG12621
NP_491850 Caenorhabditis elegans AAB54133 F37E3.1/Hypothetical protein F37E3.198

XP_392985 Apis mellifera PREDICTED: similar to CG7035-PA, isoform A
XP_321964 Anopheles gambiae str. PEST EAA01817 ENSANGP00000013874/ENSANGP00000013874

NP_726938 Drosophila melanogaster NP_524750 AAF45970 AAK93220 AAN09124 EAL32228 Drosophila pseudoobscura cap binding protein 80 CG7035-PA, isoform A/cap binding protein 80 CG7035-PB, isoform B /CG7035-PB, isoform B /LD31211p /CG7035-PA, isoform A /
CAB53186 Drosophila melanogaster cap binding protein 8096
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XP_785326 Strongylocentrotus purpuratus PREDICTED: similar to nuclear cap binding protein subunit 1, 80kDa (predicted)
NP_001006788 Xenopus tropicalis AAH75600 CAJ83816 nuclear cap binding protein subunit 1, 80kDa/Nuclear cap binding protein subunit 1, 80kDa /nuclear cap binding protein subunit 1, 80kDa

AAH72815 Xenopus laevis MGC80159 protein
AAH72867 Xenopus laevis MGC80276 protein71

XP_867109 Canis familiaris XP_873000 Bos taurus NP_001028373 Mus musculus XP_886053 Bos taurus XP_583784 NP_002477 Homo sapiens XP_867095 Canis familiaris XP_520138 Pan troglodytes XP_532003 Canis familiaris NP_001014785 Rattus norvegic
NP_001026611 Gallus gallus CAG31947 nuclear cap binding protein subunit 1, 80kDa/hypothetical protein89
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XP_664111 Aspergillus nidulans FGSC A4 EAA57847 hypothetical protein AN6507.2/hypothetical protein AN6507.2
BAE61785 Aspergillus oryzae unnamed protein product86

XP_323527 Neurospora crassa XP_961147 Neurospora crassa N150 CAC18201 Neurospora crassa EAA31911 related to cap binding protein 80 (Cbp80)/related to cap binding protein 80 (Cbp80) /related to cap binding protein 80 (Cbp80) /related to cap bindin
XP_361498 Magnaporthe grisea 70-15 hypothetical protein MG03972.442

XP_387504 Gibberella zeae PH-1 EAA77561 hypothetical protein FG07328.1/hypothetical protein FG07328.152
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NP_594104 Schizosaccharomyces pombe 972h- CAB11293 Schizosaccharomyces pombe hypothetical protein SPAC6G10.07/SPAC6G10.07
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XP_711904 Candida albicans SC5314 XP_711875 BAA76378 Candida albicans EAK92667 Candida albicans SC5314 EAK92696 putative nuclear cap-binding protein large subunit/putative nuclear cap-binding protein large subunit /CaGCR3 /likely nuclear cap-bind
XP_460925 Debaryomyces hansenii CBS767 CAG89279 hypothetical protein DEHA0F14047g/unnamed protein product83
XP_448387 Candida glabrata CBS 138 CAG61348 unnamed protein product/unnamed protein product

XP_455867 Kluyveromyces lactis NRRL Y-1140 CAG98575 unnamed protein product/unnamed protein product
NP_985765 Eremothecium gossypii AAS53589 Ashbya gossypii ATCC 10895 AFR218Wp/AFR218Wp82

NP_013844 Saccharomyces cerevisiae P34160 BAA01076 Large subunit of the nuclear mRNA cap-binding protein complex, interacts with Npl3p to carry nuclear poly(A)+ mRNA to cytoplasm; also involved in nuclear mRNA degradation and telomere maintenance; or45
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XP_500029 Yarrowia lipolytica CLIB122 CAG83958 hypothetical protein/unnamed protein product
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Ppa_ABH1_1_1
Ppa_ABH1_2_1100
Smo_ABH1_2_1 Smo_ABH1914855872_161

ABD32555 Medicago truncatula Initiation factor eIF-4 gamma, middle
AAG54079 Oryza sativa (japonica cultivar-group) nuclear cap-binding protein CBP80

AT2G13540 = NP_565356 AAF76167 AAK91588 AAL38378 AAD22677 AAN18216 ABH1 (ABA HYPERSENSITIVE 1)/nuclear cap-binding protein CBP80 /mRNA cap binding protein /At2g13540/T10F5.8 /putative cap-binding protein /At2g13540/T10F5.892
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