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XP_635420 Dictyostelium discoideum AX4 EAL61954 Dictyostelium discoideum xanthine dehydrogenase/xanthine dehydrogenase
EAQ86823 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_08076

30 4 CAD37030 Neurospora crassa probable xanthine dehydrogenase
| XP_663217 Aspergillus nidulans FGSC A4 Q12553 Emericella nidulans CAA58034 EAA62706 Aspergillus nidulans FGSC A4 xanthine dehydrogenase/XDH_EMENI Xanthine dehydrogenase (Purine hydroxylase l)/xanthine dehydrogenase /XDH_EMENI Xanthine dehydrogena
89 XP_751707 Aspergillus fumigatus Af293 EAL89669 xanthine dehydrogenase/xanthine dehydrogenase
73 BAE58194 Asperqgillus oryzae unnamed protein product
XP_381737 Gibberella zeae PH-1 EAA68516 hypothetical protein FG01561.1/hypothetical protein FG01561.1
XP_759411 Ustilago maydis 521 EAK84191 hypothetical protein UM03264.1/hypothetical protein UM03264.1
AAT81740 Oryza sativa (japonica cultivar-group) xanthine dehydrogenase, putative
4 100 AT4G34890 = NP_195215 CAB45450 CAB80206 AAO11781 electron transporter/iron ion binding /oxidoreductase/xanthine dehydrogenase /xanthine dehydrogenase-like protein /xanthine dehydrogenase-like protein /xanthine dehydrogenase 1
100 AT4G34900 = NP_195216 CAB45451 CAB80207 BAC41929 AAR99079 electron transporter/iron ion binding /oxidoreductase/xanthine dehydrogenase /xanthine dehydrogenase /xanthine dehydrogenase /putative xanthine dehydrogenase /xanthine dehydrogenase 2
Ppa_AO3_11_1
30] - Smo_A03_17_2
15 I8_5'_—NP7505377 Caenorhabditis elegans AAK71353 B0222.9/Hypothetical protein B0222.9
— 100 NP_500531 Caenorhabditis elegans AAB92058 F15E6.6/Hypothetical protein F15E6.6
L__CAE72122 Caenorhabditis briggsae CAE72123 Hypothetical protein CBG19218/Hypothetical protein CBG19219
61 XP_699030 Danio rerio PREDICTED: similar to xanthine dehydrogenase
AAK59699 Poecilia reticulata xanthine dehydrogenase
QQ—NP_OO1033781 Gallus gallus ABA43312 aldehyde oxidase 1/aldehyde oxidase 1
NP_001034690 Gallus gallus ABA43313 hypothetical protein LOC424072/aldehyde oxidase 2
100 AAL38126 Mus musculus BAE34503 aldehyde oxidase structural homolog 2/unnamed protein product
4EtNP_O76120 Mus musculus AAF98385 aldehyde oxidase structural homolog 2/aldehyde oxidase structural homolog 2
61 28 99 XP_545588 Canis familiaris ABA43314 PREDICTED: similar to aldehyde oxidase structural homolog 2/aldehyde oxidase 2
72 L—NP_001008523 Rattus norvegicus AAV68254 aldehyde oxidase 4/aldehyde oxidase 2
9§—-NP_076106 Mus musculus AAD51028 AAQ24537 AAQ24538 aldehyde oxidase structural homolog 2/aldehyde oxidase homolog-1 /aldehyde oxidase 1 /aldehyde oxidase 1
26 35 100 AL36596 Mus musculus AOH1
] I—NP_OO1 008527 Rattus norvegicus AAV68253 aldehyde oxidase 3/aldehyde oxidase 1
100 XP_851079 Canis familiaris ABA43315 PREDICTED: similar to aldehyde oxidase 3-like 1/aldehyde oxidase 3
56 99 NP_001008522 Rattus norvegicus XP_579191 AAV68255 aldehyde oxidase 2/PREDICTED: aldehyde oxidase 2 /aldehyde oxidase 3
— NP_001008419 Mus musculus AAV68256 AAO38750 aldehyde oxidase 3-like 1/aldehyde oxidase 3 /aldehyde oxidase-like protein 3
69 90 NP_788841 Bos taurus P48034 CAA60701 AAI05266 aldehyde oxidase 1/ADO_BOQOVIN Aldehyde oxidase/aldehyde oxidase /Aldehyde oxidase 1
g3 f5FB27 Macaca fascicularis BAD89382 ADO_MACFA Aldehyde oxidase/aldehyde oxidase
001150 Homo sapiens XP_516018 Pan troglodytes BAB40305 Homo sapiens CAH91253 Pongo pygmaeus AAY24265 Homo sapiens aldehyde oxidase 1/PREDICTED: similar to aldeyde oxidase /aldeyde oxidase /hypothetical protein /unknown
5 Q06278 Homo sapiens AAA96650 AAB83966 ADO_HUMAN Aldehyde oxidase/aldehyde oxidase/aldehyde oxidase
981Q9Z0U5 Rattus norvegicus AAD16999 ADO_RAT Aldehyde oxidase/liver aldehyde oxidas e
72 NP_062236 Rattus norvegicus AAD17000 aldehyde oxidase 1/liver aldehyde oxidase
97N\P_033806 Mus musculus 054754 AAC99382 BAA36834 AAH26132 aldehyde oxidase 1/ADO_MOUSE Aldehyde oxidase (Retinal oxidase)/aldehyde oxidase /retinal oxidase/aldehyde oxidase /Aldehyde oxidase 1
66 AAD31763 Mus musculus aldehyde oxidase
L—P80456 Oryctolagus cuniculus BAA81726 ADO_RABIT Aldehyde oxidase (Retinal oxidase)/retinal oxidase
XP_790508 Strongylocentrotus purpuratus PREDICTED: similar to Xanthine dehydrogenase/oxidase
XP_782082 Strongylocentrotus purpuratus PREDICTED: similar to Xanthine dehydrogenase/oxidase
XP_688983 Danio rerio XP_690809 PREDICTED: similar to xanthine dehydrogenase/PREDICTED: similar to xanthine dehydrogenase
4 NP_990458 Gallus gallus P47990 BAA02502 xanthine dehydrogenase/XDH_CHICK Xanthine dehydrogenase/oxidase /xanthine dehydrogenase
. 55XP_540143 Canis familiaris XP_862631 XP_862539 XP_862593 XP_862565 XP_862684 XP_862613 XP_862658 PREDICTED: similar to Xanthine dehydrogenase/oxidase isoform 1 /PREDICTED: similar to Xanthine dehydrogenase/oxidase isoform 6 /PREDICTED: similar to Xan
b( 08 NP_001009217 Felis catus AAF97949 xanthine dehydrogenase/xanthine dehydrogenase
6 XP_525729 Pan troglodytes NP_000370 Homo sapiens P47989 AAA75287 AAB08399 BAA02013 AAY68219 PREDICTED: hypothetical protein XP_525729/xanthine dehydrogenase /XDH_HUMAN Xanthine dehydrogenase/oxidase /xanthine dehydrogenase/xanthine dehydrogenase/o x
49 P_776397 Bos taurus 1VDV 1N5X P80457 1VDV 1N5X 1V97 1FO4 1FIQ 1FO4 1V97 CAA58497 CAA67 117 AAI02077 xanthine dehydrogenase/A Chain A, Bovine Milk Xanthine Dehydrogenase Y-700 Bound Form /B Chain B, Xanthine Dehydrogenase From Bovine Milk With Inhibit
95 AAD17937 Syncerus caffer xanthine:oxygen oxidoreductase
49 AD17938 Tragelaphus oryx xanthine:oxygen oxidoreductase
] NP_035853 Mus musculus Q00519 CAA44705 CAA52997 BAE26022 BAE37907 xanthine dehydrogenase/XDH_MOUSE Xanthine dehydrogenase/oxidase /xanthine dehydrogenase /xanthine dehydrogenase /unnamed protein product /unnamed protein product
XP_579397 Rattus norvegicus NP_058850 1TWYG P22985 AAA42349 PREDICTED: hypothetical protein XP_579397/xanthine dehydrogenase /A Chain A, Crystal Structure Of A Rat Xanthine Dehydrogenase Triple Mutant (C535a, C992r And C1324s)/XDH_RAT Xanthine dehydro
100 rBAB471 83 Bombyx mori xanthine dehydrogenase
AA24290 Bombyx mori xanthine dehydrogenase
| BAA24520 Bombyx mori xanthine dehydrogenase
P 100 BAA07348 Bombyx mori BAA21640 xanthine dehydrogenase/xanthine dehydrogenase
|:BAB47182 Bombyx mori truncated xanthine dehydrogenase
62 61 XP_317568 Anopheles gambiae str. PEST XP_317567 EAA43934 EAA12866 ENSANGP00000009930/ENSANGP00000025172 /ENSANGP00000025172 /ENSANGP00000009930
AAG47345 Ceratitis capitata xanthine dehydrogenase
96 P08793 Calliphora vicina AAA27880 CAA30281 XDH_CALVI Xanthine dehydrogenase (XD)/xanthine dehydrogenase (AA at 2538)/xanthine dehydrogenase
CAA34962 Calliphora vicina xanthine dehydrogenase
8@-EAL27642 Drosophila pseudoobscura GA20500-PA
9q)P22811 Drosophila pseudoobscura AAA29022 XDH_DROPS Xanthine dehydrogenase (XD) (Protein rosy locus)/xanthine dehydrogenase (Xdh)
P91711 Drosophila subobscura CAA69405 XDH_DROSU Xanthine dehydrogenase (XD) (Protein rosy locus)/xanthine dehydrogenase
AAQ17529 Drosophila erecta xanthine dehydrogenase
AAQ17526 Drosophila simulans AAQ17530 Drosophila orena AAQ17531 Drosophila eugracilis AAQ17533 Drosophila lutescens xanthine dehydrogenase/xanthine dehydrogenase /xanthine dehydrogenase /xanthine dehydrogenase
P_524337 Drosophila melanogaster P10351 AAF54895 AAQ62072 Transformation vector plCon AAT94522 Drosophila melanogaster rosy CG7642-PA/XDH_DROME Xanthine dehydrogenase (XD) (Protein rosy locus)/CG7642-PA /ROSY /GH05219p
CAAB68409 Drosophila melanogaster xanthine dehydrogenase
BArQ17532 Drosophila mimetica xanthine dehydrogenase
AAQ17527 Drosophila teissieri AAQ17528 Drosophila yakuba xanthine dehydrogenase/xanthine dehydrogenase
53 XP_316291 Anopheles gambiae str. PEST EAA11584 ENSANGP00000020618/ENSANGP00000020618
XP_316290 Anopheles gambiae str. PEST EAA11733 ENSANGP00000020593/ENSANGP00000020593
AAF87601 Culex pipiens quinquefasciatus aldehyde oxidase
XP_306785 Anopheles gambiae str. PEST XP_315654 EAA11752 EAA02021 ENSANGP00000013701/ENSANGP00000007280 /ENSANGP00000007280 /ENSANGP00000013701
XP_315656 Anopheles gambiae str. PEST EAA11737 ENSANGP00000021704/ENSANGP00000021704
100 100 NP_650475 Drosophila melanogaster AAF55207 AAM52690 CG18522-PA/CG18522-PA /LD37006p
100 —:EAL29224 Drosophila pseudoobscura GA14972-PA
100 r——NP_732047 Drosophila melanogaster NP_650476 AAF55208 AAN13670 CG18519-PB, isoform B/CG18519-PA, isoform A /CG18519-PA, isoform A /CG18519-PB, isoform B
L—FAL29226 Drosophila pseudoobscura GA14971-PA
AAY22446 Mamestra brassicae antennal aldehyde oxidase
[44 ] 100 ——Ppa_A03_12_1
L————Ppa AO3 6_1
100 Smo_A03_15_1
97 58 L Smo_AO3 5 _1
[ | 100 ~Smo_A03_10_1
LSmo_A03 7_1
51 XP_476717 Oryza sativa (japonica cultivar-group) BAC79746 putative aldehyde oxidase/putative aldehyde oxidase
100 BAA23227 Zea mays aldehyde oxidase-2
67 BAA23226 Zea mays aldehyde oxidase
92 98 XP_469935 Oryza sativa (japonica cultivar-group) AAO24920 putative aldehyde oxidase/putative aldehyde oxidase
39 ﬂ':[XP_469934 Oryza sativa (japonica cultivar-group) AAO24918 putative aldehyde oxidase/putative aldehyde oxidase
NP_919765 Oryza sativa (japonica cultivar-group) AAL70116 Oryza sativa AAP52052 Oryza sativa (japonica cultivar-group) putative aldehyde oxidase/Putative aldehyde oxidase /Aldehyde oxidase and xanthine dehydrogenase, molybdopterin binding domain,
BAD31252 Oryza sativa (japonica cultivar-group) putative aldehyde oxidase
70 5 AAG22607 Lycopersicon esculentum AAK52410 aldehyde oxidase/aldehyde oxidase TAO3
@2606 Lycopersicon esculentum AAK52409 aldehyde oxidase/aldehyde oxidase TAO2
AAG22605 Lycopersicon esculentum AAG22608 aldehyde oxidase/aldehyde oxidase
86 100 AT5G20960 = NP_851049 NP_568407 Q7G193 BAA28624 AAO1 (ALDEHYDE OXIDASE 1)/AAO1 (ALDEHYDE OXIDASE 1) /ALDO1_AR ATH Aldehyde oxidase 1 (AtAO-1) (AtAO1)/aldehyde oxidas e
83 | EAACSQSOQ Arabidopsis thaliana putative aldehyde oxidase
L AT3G43600 = NP_189946 Q7G192 BAA28625 CAC05634 AAO2 (ALDEHYDE OXIDASE 2)/ALDO2_AR ATH Aldehyde oxidase 2 (AtAO-2) (AtAO3)/aldehyde oxidase /aldehyde oxidas e
| 33 }—————BAE72098 Lactuca sativa Lactuca sativa aldehyde oxidase 1
87 AT1G04580 = NP_563711 Q7G191 AAB80640 BAA90299 AAO4 (ALDEHYDE OXIDASE 4); aldehyde oxidase/electron transporter/iron ion binding /oxidoreductase /ALDO4_AR ATH Aldehyde oxidase 4 (AtAO-4) (AtAO2)/Strong similarity to Lycopersicon aldehyde oxidase (gb]|
_|:AT2G271 50 = NP_180283 Q7G9P4 AAD22498 BAA82672 AAO3 (ALDEHYDE OXIDASE 3)/ALDO3_AR ATH Abscisic-aldehyde oxidase (Aldehyde oxidase 3) (AtAO-3) (AtAO4)/aldehyde oxidase /aldehyde oxidas e
100 I Smo_AO03_12_1 Smo_A03 9 1
L Ppa_A0O3_2_1
YP_271503 Colwellia psychrerythraea 34H AAZ28546 xanthine dehydrogenase, iron-sulfur binding subunit/xanthine dehydrogenase, iron-sulfur binding subunit
100 ZP_00902154 Pseudomonas putida F1 EAP48704 xanthine dehydrogenase, XdhA subunit/xanthine dehydrogenase, XdhA subunit

NP_746394 Pseudomonas putida KT2440 AAN69858 xanthine dehydrogenase, XdhA subunit/xanthine dehydrogenase, XdhA subunit
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