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gnl|CMER|CMK173C_hypothetical_protein,_conserved
1573_Cre
XP_479988 Oryza sativa (japonica cultivar-group) BAD03075 putative Polycomb group protein FIE2/putative Polycomb group pro

rAAO61684 Zea mays fertilization-independent type 2
LQ8VZY7 Zea mays AAL35973 AAO26659 AAT39462 FIE1_MAIZE Polycomb group protein FIE1 (FERTILIZATION-INDEPENDENT ENDOSPERM 1)/f

I—AA026660 Zea mays fertilization-independent endosperm protein 2
Q8VZY6 Zea mays AAL35974 AAO26658 AAO61682 AAO61683 FIE2_MAIZE Polycomb group protein FIE2 (FERTILIZATION-INDEPENDENT ENDOS
XP_479986 Oryza sativa (japonica cultivar-group) BAD03073 putative Polycomb group protein FIE2/putative Polycomb group pro

_|—Smo_FIE_68_2
Ppa_FIE_1_1

AAN85567 Catalpa speciosa fertilization independent endosperm development protein
AAN8B5568 Eucalyptus grandis fertilization independent endosperm development protein
AT3G20740 = NP_188710 Q9LT47 AAD23584 BAC41793 AA063390 FIE (FERTILIZATION-INDEPENDENT ENDOSPERM 1); nucleotide binding/t

AAR06604 Hydra vulgaris embryonic ectoderm development

XP_786345 Strongylocentrotus purpuratus PREDICTED: similar to embryonic ectoderm development

CAGO01335 Tetraodon nigroviridis unnamed protein product

NP_001017766 Danio rerio AAH93351 hypothetical protein LOC550463/Hypothetical protein LOC550463

BAD22546 Oryzias latipes embryonic ectoderm development protein

NP_001017325 Xenopus tropicalis CAJ83919 hypothetical protein LOC550079/embryonic ectoderm development

AAN64881 Xenopus laevis embryonic ectoderm development protein variant 1

AAK59991 Xenopus laevis AAH77425 embryonic ectoderm development protein/EED protein

CAD19130 Xenopus laevis AAH77511 AAH97778 embryonic ectoderm development/Unknown (protein for IMAGE:5073894) /Unknown (pro

NP_001026547 Gallus gallus CAG31770 embryonic ectoderm development/hypothetical protein

XP_533985 Canis familiaris NP_068676 Mus musculus XP_214996 Rattus norvegicus NP_003788 Homo sapiens XP_612356 Bos t

P_723702 Drosophila melanogaster AAF53141 AAV36839 escl CG5202-PA, isoform A/CG5202-PA, isoform A /SD11903p

I:N
EAL33903 Drosophila pseudoobscura GA18733-PA

I—O16023 Musca domestica AAC05333 ESC_MUSDO Polycomb protein esc (Protein extra sex combs)/extra sex combs
EAL34026 Drosophila pseudoobscura GA13369-PA
I—EQZMSS Drosophila virilis AAB35874 ESC_DROVI Polycomb protein esc (Protein extra sex combs)/ESC
NP_477431 Drosophila melanogaster Q24338 AAA86427 AAF53124 AAL39941 extra sexcombs CG14941-PA/ESC_DROME Polycomb protein e

XP_307614 Anopheles gambiae str. PEST EAA03413 ENSANGP00000016278/ENSANGP00000016278
AAC05331 Junonia coenia extra sex combs

| I:AACOSSSZ Schistocerca americana extra sex combs
XP_623808 Apis mellifera PREDICTED: similar to extra sex combs
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