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AT5G51230 = NP_199936 NP_851168 Q8L6Y4 BAA97387 BAB58956 BAB58957 AAM98227 AAP37747 EMF2 (EMBRYONIC FLOWER 2); transcription factor/EMF2 (EMBRYONIC FLOWER 2); transcription factor /EMF2_ARATH Polycomb protein EMBRYONIC FLOWER 2 /unnamed protein prod
BAD99131 Hordeum vulgare HvEMF2b

AAX78232 Triticum aestivum embryonic flower 267
BAD36510 Oryza sativa (japonica cultivar-group) putative VEF family protein37

ABC69154 Zea mays EMF-like
AAO84022 Zea mays AAX35735 VEF family protein/embryonic flower 271
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XP_474563 Oryza sativa (japonica cultivar-group) AAQ84239 Oryza sativa CAE01874 Oryza sativa (japonica cultivar-group) OSJNBb0028M18.7/EMF protein /OSJNBb0028M18.7
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15

AT4G16810 = NP_193414 CAB10454 CAB80952 BAB58960 unknown protein/hypothetical protein /hypothetical protein /embryonic flower 2 like 1
AT2G35670 = NP_565815 Q9ZNT9 AAD09104 AAD09105 AAD15448 FIS2 (FERTILIZATION INDEPENDENT SEED 2); transcription factor/FIS2_ARATH Polycomb group protein FERTILIZATION-INDEPENDENT SEED 2/fertilization-independent seed 2 protein /fertilization-independ41

AAX47184 Pisum sativum VERNALISATION 2/EMBRYONIC FLOWER 2-like15

CAB10459 Arabidopsis thaliana CAB80956 hypothetical protein/hypothetical protein
AT4G16845 = NP_974563 NP_567517 Q8W5B1 AAK59409 AAL32135 AAL34221 VRN2 (REDUCED VERNALIZATION RESPONSE 2)/VRN2 (REDUCED VERNALIZATION RESPONSE 2); transcription factor /VRN2_ARATH Polycomb group protein VERNALIZATION 2/unknown protein /vernalization70
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BAD99130 Hordeum vulgare HvEMF2a
BAD93353 Silene latifolia embryonic flower 215
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Smo_EMF2_1_2 Smo_EMF2_2_1 Smo_EMF21167293011_1
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XP_392695 Apis mellifera PREDICTED: similar to Polycomb protein Suz12 (Suppressor of zeste 12 protein homolog)
XP_552360 Anopheles gambiae str. PEST EAL38843 ENSANGP00000026400/ENSANGP00000026400
EAL29752 Drosophila pseudoobscura GA20766-PA

NP_652059 Drosophila melanogaster NP_730465 Q9NJG9 AAF73149 AAL39954 AAN11641 AAF49094 Su(z)12 CG8013-PA, isoform A/Su(z)12 CG8013-PB, isoform B /SUZ12_DROME Polycomb protein Su(z)12 (Suppressor 12 of zeste protein)/Su(z)12 /SD04959p /CG8013-PB, isof96
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CAF90512 Tetraodon nigroviridis unnamed protein product
CAG02242 Tetraodon nigroviridis unnamed protein product

XP_694666 Danio rerio XP_686730 PREDICTED: similar to Polycomb protein Suz12 (Suppressor of zeste 12 protein homolog)/PREDICTED: similar to Polycomb protein Suz12 (Suppressor of zeste 12 protein homolog) isoform 1
AAH84591 Mus musculus Suz12 protein
BAE24622 Mus musculus unnamed protein product

XP_548278 Canis familiaris XP_582605 Bos taurus NP_056170 Homo sapiens NP_954666 Mus musculus XP_415658 Gallus gallus Q15022 Homo sapiens Q80U70 Mus musculus BAA09931 Homo sapiens AAH15704 AAH51099 Mus musculus AAH64461 CAI24761 PREDI73
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XP_701427 Danio rerio NP_001003529 AAH78293 PREDICTED: hypothetical protein XP_696335/hypothetical protein LOC445135 /Zgc:100863
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XP_793646 Strongylocentrotus purpuratus PREDICTED: similar to Polycomb protein Suz12 (Suppressor of zeste 12 protein homolog), partial
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