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87 aa residues 27 OTU included.

Results of partial trees included / Partial tree including Ppa.

Assemble Job Id: DA18Wt .

Tree job id: 4g7XqE Oryza XP_479609 was removed from this tree.
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XP_624295 Apis mellifera PREDICTED: similar to chitin synthase CHS1A

AF99832 Tetraodon nigroviridis unnamed protein product
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L—NP_502135 Caenorhabditis elegans CAA97406 BO035.11/Hypothetical protein B0035.11
XP_852166 Canis familiaris PREDICTED: similar to senescence downregulated leo1-like
XP_944777 Homo sapiens XP_933726 PREDICTED: similar to Leo1, Paf1/RNA polymerase Il complex component, homolog /PREDICTED: similar to Leo1, Paf1/RNA polymerase I complex component, homolog
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XP_469819 Oryza sativa (japonica cultivar-group) AAR01669 putative Paf1/RNA polymerase Il complex protein /putative Paf1/RNA polymerase I complex protein

XP_476400 Oryza sativa (japonica cultivar-group) BAC79561 BAD30643 ABA99074 putative VERNALIZATION INDEPENDENCE 4/putative VERNALIZATION INDEPENDENCE 4 /putative VERNALIZATION INDEPENDENCE 4 /Leo1, putative
AAMB81969 Arabidopsis thaliana VERNALIZATION INDEPENDENCE 4
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