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T1G07705 = NP_563795 transcription regulator

?ATSGSQHO = NP_568912 AAG44978 VIP2; transcription regulator/VIP2 protein
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61 AAY15746 Nicotiana benthamiana VIP2
98 XP_469629 Oryza sativa (japonica cultivar-group) AAP03400 AAR07087 putative transcriptional regulator/putative transcriptional regulator /putative transcriptional regulator
|:XP7468120 Oryza sativa (japonica cultivar-group) BAD19449 BAD 19531 putative CCR4-NQOT transcription complex, subunit 2; NOT2/putative CCR4-NOT transcription complex, subunit 2; NOT2 /putative CCR4-NOT transcription complex, subunit 2; NOT2
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Ppa_VIP2_4_1
———CAF98252 Tetraodon nigroviridis unnamed protein product

40

P_001012826 Gallus gallus CAG31760 hypothetical protein LOC417851/hypothetical protein

i%f\AH73075 Xenopus laevis LOC443622 protein
XP_531676 Canis familiaris XP_878731 Bos taurus XP_850576 Canis familiaris XP_861940 XP_878827 Bos taurus XP_861689 Canis familiaris NP_082358 Mus musculus XP_878535 Bos taurus NP_001032935 Mus musculus XP_861889 Canis familiaris NP_05

XP_638512 Dictyostelium discoideum AX4 EAL65157 Dictyostelium discoideum hypothetical protein DDB0186079/hypothetical protein DDB0186079

gnl|CMER|CMJ013C_similar_to_CCR4-NOT_transcription_complex,_subunit_2;_NOT2

NP_701157 Plasmodium falciparum 3D7 AAN35881 hypothetical protein PF11_0297/hypothetical protein PF11_0297

CAF97895 Tetraodon nigroviridis unnamed protein product

0.100

XP_755446 Aspergillus fumigatus Af293 EAL93408 hypothetical protein Afu2g11130/NOT2 family protein



