
EAS04663 Tetrahymena thermophila SB210 PHD-finger family protein
XP_627347 Cryptosporidium parvum Iowa II XP_666342 Cryptosporidium hominis TU502 EAK89597 Cryptosporidium parvum EAL36112 Cryptosporidium hominis ISWI related chromatinic protein/SNF2 family N-terminal domain /ISWI related chromatinic protein w

AAH72079 Xenopus laevis AAH94105 AAI10934 LOC432234 protein/LOC432234 protein /Unknown (protein for IMAGE:6642402)
XP_418269 Gallus gallus PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1; transcription factor ICBP90

XP_512293 Pan troglodytes NP_037414 Homo sapiens Q96T88 AAF28469 AAK55744 AAV40831 AAI13876 PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1; transcription factor ICBP90/ubiquitin-like, containing PHD and RING finger
XP_868453 Canis familiaris XP_868458 XP_854422 XP_868462 XP_868468 PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 2/PREDICTED: similar to ubiquitin-like, containing PHD and RING finger domains, 1 isoform 3 /PR

XP_219801 Rattus norvegicus NP_659122 Mus musculus Q7TMI3 AAM33798 BAC38081 BAC81739 AAH60241 PREDICTED: similar to Np95-like ring finger protein/Np95-like ring finger protein /UHRF2_MOUSE Ubiquitin-like PHD and RING finger domain-containing protei
CAF99207 Tetraodon nigroviridis unnamed protein product

XP_429155 Gallus gallus PREDICTED: similar to Zgc:63539
AT3G05670 = NP_187218 AAF26130 AAM53309 AAO00928 DNA binding/protein binding /ubiquitin-protein ligase/zinc ion binding /unknown protein /unknown protein /unknown protein
EAR85684 Tetrahymena thermophila SB210 PHD-finger family protein

AT5G57380 = NP_200548 Q9FIE3 BAB08475 AAR91717 VIN3 (VERNALIZATION INSENSITIVE 3); protein binding/zinc ion binding /VIN3_ARATH VERNALIZATION-INSENSITIVE protein 3/unnamed protein product /vernalization insensitive 3
AT4G30200 = NP_974639 NP_849471 NP_194749 CAB52464 CAB81013 BAB17836 AAO00859 AAP37787 unknown protein/unknown protein /unknown protein /putative protein /putative protein /nuclear coiled-coil protein AT4g30200 /putative protein /At4g30200

AAX23819 Arabidopsis thaliana hypothetical protein At2g18880
AAP22497 Arabidopsis thaliana hypothetical protein At2g18880

Smo_VIN3AT5G57380_4_1 Smo_VIN3AT5G57380_1_1
BAD38597 Oryza sativa (japonica cultivar-group) BAD38062 putative coiled-coil protein/putative coiled-coil protein

XP_480739 Oryza sativa (japonica cultivar-group) BAD03519 putative coiled-coil protein/putative coiled-coil protein
AAT94000 Oryza sativa (japonica cultivar-group) unknow protein

ABA98812 Oryza sativa (japonica cultivar-group) expressed protein
AT3G24440 = NP_189087 BAB01947 unknown protein/unnamed protein product

Smo_VIN3AT5G57380_6_1
AAS67374 Lycopersicon esculentum CONSTANS interacting protein 6

ABA99119 Oryza sativa (japonica cultivar-group) Potyvirus VPg interacting protein
AAP22954 Nicotiana benthamiana Potyvirus VPg interacting protein

AT5G48160 = NP_199627 NP_001032031 BAA96996 protein binding/zinc ion binding /protein binding /zinc ion binding /unnamed protein product
AT3G07780 = NP_566320 AAF13095 AAF21188 AAK76573 AAM44995 AAY57579 protein binding/zinc ion binding /unknown protein /unknown protein /unknown protein /unknown protein /PHD family protein

ABA94920 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os11g41880
Smo_VIN3AT5G57380_8_1

Ppa_VIN3AT5G57380_4_1
Ppa_VIN3AT5G57380_5_1

AAK69758 Mesembryanthemum crystallinum CDPK adapter protein 1
AT1G05410 = NP_001030974 NP_563738 AAF79739 AAL57658 AAL69486 AAM20251 AAM98307 unknown protein/unknown protein /T25N20.6 /At1g05410/T25N20_5 /unknown protein /unknown protein /At1g05410/T25N20_5

Ppa_VIN3AT5G57380_3_1
Smo_VIN3AT5G57380_11_1

Ppa_VIN3AT5G57380_1_1
Smo_VIN3AT5G57380_5_1 Smo_VIN3AT5G57380_10_1

Smo_VIN3AT5G57380_2_1
AT3G63500 = NP_850743 NP_191909 CAB87803 AAO64172 unknown protein/unknown protein /putative protein /unknown protein

AT1G14740 = NP_563958 AAF79245 AAK68750 AAM10250 unknown protein/F10B6.14 /Unknown protein /unknown protein
NP_913370 Oryza sativa (japonica cultivar-group) BAD81417 P0489G09.11/putative trithorax 3
NP_913371 Oryza sativa (japonica cultivar-group) BAD81418 P0489G09.12/unknown protein

AT4G27910 = NP_194520 protein binding/zinc ion binding
NP_476769 Drosophila melanogaster NP_599109 NP_001014621 NP_476770 NP_599108 P20659 AAA29025 CAA83516 CAA83515 CAA90513 CAA90514 AAB35873 Drosophila sp. AAF55041 Drosophila melanogaster AAN13599 AAN13600 AAN13601 AAX52951 trithorax CG8651-PD, iso

EAQ85398 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_09412
XP_958787 Neurospora crassa N150 XP_325798 Neurospora crassa EAA29551 hypothetical protein/hypothetical protein /hypothetical protein

AT2G43220 = NP_181851 AAC64311 AAN08437 AAX55159 protein binding/zinc ion binding /hypothetical protein /hypothetical protein /hypothetical protein At2g43220
AAL84939 Arabidopsis thaliana At2g43220/F14B2.16

AT5G54020 = NP_200213 BAB10732 unknown protein/CHP-rich zinc finger protein-like
AT5G54050 = NP_200216 unknown protein
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