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AT1G02580 = NP_563658 O65312 AAC39446 AAD09103 AAG10636 MEA (MEDEA); transcription factor/MEDEA_ARATH Polycomb group protein MEDEA (Maternal embryogenesis control protein) (Protein FERTILIZATION-INDEPENDENT SEED1) /MEDEA /fertilization-independent s
Smo_MEA_18_1

Smo_MEA_19_191
Ppa_MEA_3_1

BAC84951 Petunia x hybrida PHCLF2
BAC84950 Petunia x hybrida PHCLF164
AT2G23380 = NP_179919 P93831 T01127 AAC23781 CLF (CURLY LEAF); transcription factor/CLF_ARATH Polycomb group protein CURLY LEAF /T01127 curly leaf protein (polycomb-group) /curly leaf protein (polycomb-group)

Q8S4P6 Zea mays AAM13420 AAR31181 EZ1_MAIZE Polycomb protein EZ1 (Enhancer of zeste protein 1)/enhancer of zeste-like protein 1 /enhancer of zeste-like 1; MEZ1
NP_910690 Oryza sativa (japonica cultivar-group) BAD68028 BAD69169 putative curly leaf protein/putative Polycomb protein EZ1 /putative Polycomb protein EZ1100
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BAC84952 Petunia x hybrida PHCLF3
CAD18871 Oryza sativa (indica cultivar-group) enhancer of zeste protein

AAN01115 Oryza sativa SET domain-containing protein100
Q8S4P5 Zea mays Q8S4P4 AAM13421 AAM13422 EZ2_MAIZE Polycomb protein EZ2 (Enhancer of zeste protein 2)/EZ3_MAIZE Polycomb protein EZ3 (Enhancer of zeste protein 3)/enhancer of zeste-like protein 2 /enhancer of zeste-like protein 396
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AT4G02020 = NP_567221 Q9ZSM8 T01503 AAC78694 AAD09108 CAB80695 AAL09711 AAL90954 EZA1; transcription factor/EZA1_ARATH Probable Polycomb group protein EZA1 (CURLY LEAF-like 1)/T01503 hypothetical protein T10M13.3 - Arabidopsis thaliana/putative curl
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BAD72878 Oryzias latipes Enhancer of zeste homolog 2
XP_709767 Danio rerio XP_709765 XP_683738 XP_709762 XP_709763 XP_709766 XP_709764 PREDICTED: similar to Enhancer of zeste homolog 2 isoform 7/PREDICTED: similar to Enhancer of zeste homolog 2 isoform 5 /PREDICTED: similar to Enhancer of zeste homolog21

CAC86146 Tetraodon nigroviridis EZH2 homolog
AAK30208 Xenopus laevis AAH84193 enhancer of zeste/Ezh2 protein
AAH97526 Xenopus laevis Unknown (protein for MGC:114648)

CAA64955 Homo sapiens enhancer of zeste
NP_031997 Mus musculus Q61188 AAC52655 enhancer of zeste homolog 2/EZH2_MOUSE Enhancer of zeste homolog 2 (ENX-1)/mEnx-1

XP_855854 Canis familiaris NP_001017293 Xenopus tropicalis XP_870752 Bos taurus NP_694543 Homo sapiens XP_231705 Rattus norvegicus XP_532733 Canis familiaris XP_585997 Bos taurus XP_855765 Canis familiaris XP_881612 Bos taurus XP_4188723
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XP_709768 Danio rerio PREDICTED: similar to Enhancer of zeste homolog 2 isoform 8
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CAG02806 Tetraodon nigroviridis unnamed protein product
XP_694644 Danio rerio PREDICTED: similar to enhancer of zeste homolog 196

XP_418145 Gallus gallus PREDICTED: similar to enhancer of zeste homolog 1; enhancer of zeste (Drosophila) homolog 1
CAH90081 Pongo pygmaeus hypothetical protein

XP_549715 Canis familiaris XP_858177 XP_908999 Mus musculus NP_031996 NP_001982 Homo sapiens XP_885445 Bos taurus XP_220986 Rattus norvegicus XP_858013 Canis familiaris XP_872638 Bos taurus XP_885420 XP_885491 XP_858098 Canis familiaris87
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XP_624614 Apis mellifera PREDICTED: similar to Ezh2 protein
NP_524021 Drosophila melanogaster P42124 AAC46462 AAF50149 AAK93209 EAL29514 Drosophila pseudoobscura Enhancer of zeste CG6502-PA/EZ_DROME Polycomb protein E(z) (Enhancer of zeste protein)/E(z)/CG6502-PA /LD30505p /GA19644-PA

XP_307419 Anopheles gambiae str. PEST EAA03026 ENSANGP00000012923/ENSANGP0000001292367
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CAE65926 Caenorhabditis briggsae Hypothetical protein CBG11099
NP_496992 Caenorhabditis elegans T21436 O17514 AAC27124 CAB04199 CAB05589 Maternal Effect Sterile family member (mes-2)/T21436 hypothetical protein R06A4.7 - Caenorhabditis elegans/MES2_CAEEL Polycomb protein mes-2 (Maternal-effect sterile protein 2)100
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