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AT1G22770 = NP_564180 Q9SQI2 T00767 CAA72908 AAC25507 CAB56039 AAF00023 AAF00092 AAT80910 AAT97405 GI (GIGANTEA)/GIGAN_ARATH GIGANTEA protein/T00767 hypothetical protein T22J18.6 - Arabidopsis thaliana/hypothetical protein /T22J18.6 /gigantea protei
AAT97404 Arabidopsis thaliana gigantea100

Smo_GI_1_1 →Smo_GI_2_1 →Smo_GI_3_1
AAT79486 Triticum aestivum gigantea 2
AAT79487 Triticum aestivum gigantea 327
AAW66945 Hordeum vulgare AAW66946 Hordeum vulgare subsp. vulgare gigantea-like protein/gigantea-like protein78

AAQ11738 Triticum aestivum gigantea
100

XP_550413 Oryza sativa (japonica cultivar-group) Q9AWL7 Oryza sativa CAB56058 BAD68052 Oryza sativa (japonica cultivar-group) putative gigantea/GIGAN_ORYSA GIGANTEA protein/gigantea homologue /putative gigantea
100

BAD97869 Lemna gibba GI homologue
BAD97864 Lemna paucicostata GI homologue 1100

95

0.100

Contig2 and Contig3 are highly similar to Contig1 and have no overlap.
Thus the three sequences likely represent two alleles.


