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XP_644288 Dictyostelium discoideum AX4 AAO51134 Dictyostelium discoideum EAL70390 hypothetical protein DDB0217588/similar to Dictyostelium discoideum (Slime mold). Homeobox-containing protein (Fragment) /hypothetical protein DDB0217588
5 CAB75429 Nicotiana plumbaginifolia oligouridylate binding protein
:@872820 Solanum tuberosum oligouridylate binding protein-like protein
AT1G17370 = NP_564018 AAF97318 AAM62923 mRNA 3'-UTR binding/Putative RNA binding protein /oligouridylate binding protein, putative
XP_479160 Oryza sativa (japonica cultivar-group) BAC16506 putative oligouridylate binding protein/putative oligouridylate binding protein
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AAN40024 Zea mays putative oligouridylate binding protein

86 EAAM94322 Sorghum bicolor putative oligouridylate binding protein
ABA94773 Oryza sativa (japonica cultivar-group) oligouridylate binding protein, putative

XP_369885 Magnaporthe grisea 70-15 hypothetical protein MG06400.4
NP_732944 Drosophila melanogaster NP_732943 NP_732942 NP_732945 AAA28828 AAA02941 AAF56224 AAF56225 AAL48083 AAN13977 AAN13978 Rox8 CG5422-PF, isoform F/Rox8 CG5422-PC, isoform C /Rox8 CG5422-PB, isoform B /Rox8 CG5422-PD, isoform D /polyadenylate-bi
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95 | _EEAL27942 Drosophila pseudoobscura GA18869-PA
24 XP_312633 Anopheles gambiae str. PEST EAA07505 ENSANGP00000015348/ENSANGP00000015348
87 BAD00701 Bombyx mori TIA-1 homologue
XP_395357 Apis mellifera PREDICTED: similar to TIA-1 homologue

ﬂ:N P_651609 Drosophila melanogaster AAM51990 AAF56774 CG12870-PA/RE10833p /CG12870-PA
XP_309081 Anopheles gambiae str. PEST EAA04819 ENSANGP00000019511/ENSANGP00000019511

72

——NP_956476 Danio rerio XP_686381 AAH45485 AAQ97857 AAH66734 TIA1 cytotoxic granule-associated RNA binding protein 1/PREDICTED: similar to TIA1 cytotoxic granule-associated RNA binding protein isoform 1 /TIA1 cytotoxic granule-associated RNA binding pr
100 [8 NP_957426 Danio rerio AAH55501 TIA1 cytotoxic granule-associated RNA binding protein-like 1/TIA1 cytotoxic granule-associated RNA binding protein-like 1
CAJ83096 Xenopus tropicalis OTTXETP00000006403
XP_575591 Rattus norvegicus NP_001012096 AAH87064 PREDICTED: cytotoxic granule-associated RNA binding protein 1 (predicted)/cytotoxic granule-associated RNA binding protein 1 (predicted) /Cytotoxic granule-associated RNA binding protein 1 (predicted)
NP_035715 Mus musculus P52912 AAA03711 AAC52871 BAC40385 BAC25892 AAH46812 BAE25782 cytotoxic granule-associated RNA binding protein 1/TIA1_MOUSE Nucleolysin TIA-1 (RNA-binding protein TIA-1) /TIA/RNA binding protein TIA-1 /Junnamed protein product /u
P_989276 Xenopus tropicalis AAH64164 AAH80105 Xenopus laevis CAJ83609 Xenopus tropicalis TIA1 cytotoxic granule-associated RNA binding protein/TIA1 cytotoxic granule-associated RNA binding protein /MGC84540 protein /TIA1 cytotoxic granule-associ
CAC95018 Xenopus laevis AAH77169 TIA-1 protein/Unknown (protein for MGC:78766)
XP_866571 Canis familiaris XP_852942 XP_871530 Bos taurus XP_866595 Canis familiaris XP_866512 XP_580969 Bos taurus NP_071320 Homo sapiens XP_883510 Bos taurus XP_883347 NP_071505 Homo sapiens P31483 BAD92448 AAX93193 BAE73002 Macaca fasc
NP_997793 Danio rerio AAH45368 hypothetical protein LOC322786/TIA1 cytotoxic granule-associated RNA binding protein
CAG05249 Tetraodon nigroviridis unnamed protein product
AO49720 Gallus gallus TIA-1
CAGO02457 Tetraodon nigroviridis unnamed protein product

XP_756415 Ustilago maydis 521 EAK81026 hypothetical protein UM00268.1/hypothetical protein UM00268.1

6058_Cre
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,—AT4G12640 NP_193001 CAB53757 CAB78307 RNA binding/nucleic acid binding /putative protein /putative protein
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BAD32991 Oryza sativa (japonica cultivar-group) RNA recognition motif (RRM)-containing protein-like
BAD34441 Oryza sativa (japonica cultivar-group) BAD33821 unknown protein/unknown protein

Smo_FPA_3_1Smo_FPA_1_1Smo_FPA_2_1
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ﬁ|_|—Ppa,FPA7U Ppa_FPA 2_1
AT2G43410 = NP_181869 AAB64314 AAM19833 AAO23594 AAX51263 FPA (FPA); RNA binding/hypothetical protein /At2g43410/T1024.15 /At2g43410/T1024.15 /FPA

0.100

XP_629218 Dictyostelium discoideum AX4 EAL60825 Dictyostelium discoideum hypothetical protein DDB0191851/hypothetical protein DDB0191851

6G-XP_236613 Rattus norvegicus XP_516489 Pan troglodytes XP_541869 Canis familiaris XP_872837 Bos taurus NP_037418 Homo sapiens Q6PHZ5 Mus musculus Q8NDT2 Homo sapiens BAC35951 Mus musculus AAH52180 CAD38547 Homo sapiens AAI04621 Bos tau
75| LXP_414264 Gallus gallus PREDICTED: similar to hypothetical protein
CAGO07492 Tetraodon nigroviridis unnamed protein product
CAG06828 Tetraodon nigroviridis unnamed protein product
1WHY Mus musculus A Chain A, Solution Structure Of The Rna Recognition Motif From Hypothetical Rna Binding Protein Bc052180

L——XP_788115 Strongylocentrotus purpuratus PREDICTED: similar to RNA binding motif protein 15B
XP_826754 Trypanosoma brucei TREU927 AAX80887 Trypanosoma brucei AAZ11817 hypothetical protein Tb927.6.2550/RNA-binding protein, putative /RNA-binding protein, putative
XP_820235 Trypanosoma cruzi strain CL Brener EAN98384 Trypanosoma cruzi RNA-binding protein/RNA-binding protein, putative



