
XP_724838 Plasmodium yoelii yoelii str. 17XNL XP_730836 EAA16403 Plasmodium yoelii yoelii EAA22401 hypothetical protein PY04528/ribonucleoprotein /FCA gamma-related /ribonucleoprotein homolog F21B7.26 - Arabidopsis thaliana, putative
NP_705471 Plasmodium falciparum 3D7 CAD52708 RNA binding protein, putative/RNA binding protein, putative

XP_766017 Theileria parva strain Muguga EAN33734 Theileria parva hypothetical protein TP01_0497/RNA-binding protein, putative
XP_954275 Theileria annulata strain Ankara CAI73598 Theileria annulata ribonucleoprotein/ribonucleoprotein, putative

NP_701984 Plasmodium falciparum 3D7 AAN36708 hypothetical protein PF14_0096/hypothetical protein
XP_676412 Plasmodium berghei strain ANKA XP_729621 Plasmodium yoelii yoelii str. 17XNL EAA21186 Plasmodium yoelii yoelii CAH95360 Plasmodium berghei hypothetical protein/ribonucleoprotein /ribonucleoprotein homolog F21B7.26 - Arabidopsis thalia

XP_667137 Cryptosporidium hominis TU502 EAL36907 Cryptosporidium hominis RNA binding protein/RNA binding protein
XP_628265 Cryptosporidium parvum Iowa II EAK90557 Cryptosporidium parvum bruno-like protein with 2 RRM domains/bruno-like protein with 2 RRM domains

AT4G16280 = NP_849543 NP_193363 O04425 CAB05388 CAB05389 CAB05391 CAB05392 CAB10407 CAB46035 CAB78670 CAB78671 AAW38964 FCA (FCA); RNA binding/FCA (FCA); RNA binding /FCA_ARATH Flowering time control protein FCA/FCA gamma /FCA delta /FCA gamma /FCA
CAB41488 Brassica napus AAL61622 putative FCA orthologue/FCA gamma

AAX20016 Pisum sativum FCA gamma
AAP84390 Triticum aestivum FCA protein
AAP84408 Triticum aestivum FCA protein
AAP84394 Triticum aestivum FCA protein
AAP84414 Triticum aestivum FCA protein

AAP84397 Triticum aestivum FCA protein
AAP84411 Triticum aestivum FCA protein

AAP84374 Triticum aestivum AAP84393 AAP84396 AAP84409 AAP84413 AAP84417 AAP84418 AAP84419 AAP84420 AAP84376 AAP84378 FCA-A1/FCA protein /FCA protein /FCA protein /FCA protein /FCA-A1 /FCA-A2 /FCA-B2 /FCA-D1 /FCA protein /FCA protein
AAP84388 Triticum aestivum FCA protein

AAP84385 Triticum aestivum FCA protein
AAP84405 Triticum aestivum FCA protein
AAP84382 Triticum aestivum FCA protein
AAP84381 Triticum aestivum FCA protein
AAP84415 Triticum aestivum FCA protein

AAT72460 Lolium perenne FCA gamma protein
AAP84377 Triticum aestivum FCA protein
XP_450108 Oryza sativa (japonica cultivar-group) AAQ17123 Oryza sativa (indica cultivar-group) AAQ74971 AAQ74972 AAQ74973 BAD20100 Oryza sativa (japonica cultivar-group) AAT72462 AAW62371 flowering time control protein isoform rFCA-1/flowering ti

AT2G47310 = NP_850472 AAB63831 AAT85728 AAU93571 RNA binding/nucleic acid binding /putative FCA-related protein /At2g47310 /At2g47310
Smo_FCA_57_1

Ppa_FCA_32_1
Ppa_FCA_27_1

NP_064565 Homo sapiens AAF86232 AAK07475 BAC34649 Mus musculus AAO22167 AAH45711 Homo sapiens AAH52744 Mus musculus BAD93011 Homo sapiens BAE01790 Macaca fascicularis bruno-like 4, RNA binding protein/RNA-binding protein BRUNOL4 /CUG-BP and
CAI29735 Pongo pygmaeus hypothetical protein

CAE69303 Caenorhabditis briggsae Hypothetical protein CBG15358
NP_492958 Caenorhabditis elegans AAQ19851 CAB03896 UNCoordinated family member (unc-75)/putative RNA-binding protein /Hypothetical protein C17D12.2

XP_852916 Canis familiaris PREDICTED: similar to bruno-like 4, RNA binding protein isoform 1
XP_234928 Rattus norvegicus PREDICTED: similar to bruno-like 5, RNA binding protein

XP_921468 Mus musculus XP_610805 Bos taurus XP_618789 Mus musculus NP_068757 Homo sapiens XP_854891 Canis familiaris AAK07476 Homo sapiens AAH28101 AAH47522 BAD92304 PREDICTED: similar to bruno-like 5, RNA binding protein isoform 2/PREDICTE
NP_571569 Danio rerio XP_701976 BAA95118 AAH60923 etr1/PREDICTED: hypothetical protein XP_696884 /Etr-1 /Etr1

NP_001016491 Xenopus tropicalis AAA81375 Xenopus laevis AAH57704 AAH72134 CAJ83148 Xenopus tropicalis trinucleotide repeat containing 4/ribonucleoprotein/Etr-1 protein /Etr-1 protein /trinucleotide repeat containing 4
AAH46942 Xenopus laevis Tnrc4-prov protein

XP_862382 Canis familiaris XP_878979 Bos taurus NP_766022 Mus musculus XP_862200 Canis familiaris XP_878000 Bos taurus NP_009116 Homo sapiens XP_540319 Canis familiaris XP_524868 Pan troglodytes XP_877602 Bos taurus XP_878190 XP_862540
AAH52491 Homo sapiens Trinucleotide repeat containing 4

XP_882576 Bos taurus XP_882479 XP_585599 PREDICTED: similar to bruno-like 6, RNA binding protein isoform 3/PREDICTED: similar to bruno-like 6, RNA binding protein isoform 2 /PREDICTED: similar to bruno-like 6, RNA binding protein isoform 1
XP_854054 Canis familiaris PREDICTED: similar to bruno-like 6, RNA binding protein

NP_443072 Homo sapiens AAK95615 AAL34513 AAH30835 bruno-like 6, RNA binding protein/BRUNO-like 6 RNA-binding protein /RNA-binding protein CELF6 /BRUNOL6 protein
XP_236307 Rattus norvegicus NP_780444 Mus musculus AAH52406 PREDICTED: similar to BRUNO-like 6 RNA-binding protein/bruno-like 6, RNA binding protein /Bruno-like 6, RNA binding protein

BAB40781 Halocynthia roretzi HrETR-1
NP_788039 Drosophila melanogaster NP_723742 NP_609559 AAL39609 AAF53181 AAF53180 AAO41184 bruno-2 CG31761-PD, isoform D/bruno-2 CG31761-PC, isoform C /bruno-2 CG31761-PA, isoform A /LD19052p /CG31761-PA, isoform A /CG31761-PC, isoform C /CG31761-PD,

AAB58464 Drosophila melanogaster AAB61993 bruno/testis-specific RNP-type RNA binding protein
NP_723739 Drosophila melanogaster AAK93182 AAN10812 arrest CG31762-PA, isoform A/LD29068p /CG31762-PA, isoform A

NP_493673 Caenorhabditis elegans AAA98566 AAB37881 ELAV-Type RNA binding protein family member (etr-1)/elav-type ribonucleoprotein /Elav-type rna binding protein family protein 1, isoform a
CAE62798 Caenorhabditis briggsae Hypothetical protein CBG06972

NP_001020767 Homo sapiens XP_533186 Canis familiaris NP_006551 Homo sapiens NP_941989 Q92879 AAC50895 AAF78955 AAF78956 AAF86230 CAC20566 AAH31079 BAE06101 CUG triplet repeat, RNA-binding protein 1 isoform 3/PREDICTED: similar to CUG triplet repe
CAH91665 Pongo pygmaeus hypothetical protein
NP_059064 Mus musculus NP_941955 NP_001020592 Rattus norvegicus P28659 Mus musculus AAF78957 CAC20707 AAK00297 BAB29392 AAH98012 Rattus norvegicus BAE33820 Mus musculus BAE25504 CUG triplet repeat, RNA-binding protein 1 isoform 1/CUG triplet

NP_571688 Danio rerio BAA95119 CUG triplet repeat, RNA-binding protein 1/zebrafish Bruno-like
NP_001012539 Gallus gallus CAH65197 CUG triplet repeat, RNA binding protein 1/hypothetical protein

AAH57743 Xenopus laevis AAH70706 MGC69034 protein/Unknown (protein for MGC:83450)
NP_001017152 Xenopus tropicalis CAJ82289 CUG triplet repeat, RNA binding protein 1/CUG triplet repeat, RNA binding protein 1

AAC41243 Xenopus laevis AAI08575 embryo deadenylation element binding protein/CUGBP1 protein
CAH93489 Pongo pygmaeus hypothetical protein
CAA77110 Mus musculus elav-type RNA-binding protein

XP_870997 Bos taurus XP_857942 Canis familiaris NP_034290 Mus musculus XP_849139 Canis familiaris NP_989591 Gallus gallus NP_001020247 Homo sapiens NP_058893 Rattus norvegicus NP_006552 Homo sapiens AAB09040 AAB09041 Xenopus laevis CAA
CAH91772 Pongo pygmaeus hypothetical protein
CAH91279 Pongo pygmaeus hypothetical protein

CAG08690 Tetraodon nigroviridis unnamed protein product
NP_919382 Danio rerio JC7967 AAK52851 BAB87828 AAH65686 CAH68907 CAH68908 AAY43159 AAY43160 AAY43161 CUG triplet repeat, RNA binding protein 2/JC7967 Napor protein - zebra fish/Napor /elav-type ribonucleoprotein-3 /Cugbp2 protein /CUG triplet repeat,

NP_914971 Oryza sativa (japonica cultivar-group) BAB89718 BAB90241 putative ribonucleoprotein/putative ribonucleoprotein /putative ribonucleoprotein
XP_475151 Oryza sativa (japonica cultivar-group) AAT58838 'unknown protein, contains RNA recognition motif,PF00076'/'unknown protein, contains RNA recognition motif,PF00076'

XP_479428 Oryza sativa (japonica cultivar-group) XP_479427 BAC81150 BAD31432 putative CUG triplet repeat RNA-binding protein 1/flowering time control protein FCA-like protein /putative CUG triplet repeat RNA-binding protein 1 /putative CUG triplet re
AT1G03457 = NP_171845 NP_973752 AAF86538 BAC41921 AAO63422 RNA binding/nucleic acid binding /RNA binding /nucleic acid binding /F21B7.8 /putative ribonucleoprotein /At1g03457

AT4G03110 = NP_567249 NP_849294 AAC79095 AAD14439 CAB77796 AAL38737 AAM61231 RNA binding/nucleic acid binding /RNA binding /nucleic acid binding /putative ribonucleoprotein /putative ribonucleoprotein /putative ribonucleoprotein /putative ribonucleo
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