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203 aa residues 19 OTU included.
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55 AT4G27060 = NP_194436 Q9T041 CAB38836 CAB79561 CAC80696 BAD54701 TOR1 (TORTIFOLIA 1)/MAPT_ARATH Microtubule-associated protein TORTIFOLIA1 (Microtubule-associated protein SPIRAL2) (Protein CONVOLUTA) /hypothetical protein /hypothetical protein /TORT
LI_I CAD45375 Solanum tuberosum subsp. andigena potyviral helper component protease-interacting protein 2

AT1G50890 = NP_175502 AAG50927 unknown protein/hypothetical protein

NP_912328 Oryza sativa (japonica cultivar-group) BAC19987 putative potyviral helper component protease-interacting protein/putative potyviral helper component protease-interacting protein

100 100 I BAD45957 Oryza sativa (japonica cultivar-group) unknown protein

L AT2G07170 = NP_178730 AAC69120 unknown protein/hypothetical protein
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100 Smo_SPR2_23 3 Smo_SPR2_24 3 Nucleic acid sequences for Smo_SPR2_23_3 and Smo_SPR2_24_3 are very similar but not identical.
| 100 1Smo_SPR2_16_3
LSmo_SPR2_17_2 Nucleic acid sequence for Smo_SPR2_17_2 is very similar but not identical to that for Smo_SPR2_16_3.
100 BAD45803 Oryza sativa (japonica cultivar-group) putative potyviral helper component protease-interacting protein 2
70 |—XP _467700 Oryza sativa (japonica cultivar-group) BAD15748 BAD16051 putative potyviral helper component protease-interacting protein 2/putative potyviral helper component protease-interacting protein 2 /putative potyviral helper component protease-int
100 TAAL4TA33-Arabidopsis-thetiena-ATog62580/K19B1—19— At5g62580, the same gene as below
LAT5G62580 = NP_201064 BAB11508 AAR23722 VEX1/unnamed protein product /At59g62580
100 I AT1G59850 = NP_176194 AAD39327 unknown protein/Hypothetical protein
L AT1G27210 = NP_564273 AAF79870 AAL09780 AAM98228 AAP37750 unknown protein/T7N9.27 /At1927210/T7N9_27 /expressed protein /At19g27210
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