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Ppa_SPR1_4_1
AT2G03680 = NP_178464 CAB09665 AAD20083 AAK76607 AAL06570 AAM44915 AAM61412 AAS38571 SPR1 (SPIRAL1)/NAP16kDa protein /putative nitrilase-associated protein /putative nitrilase-associated protein /At2g03680/F19B11.13 /putative nitrilase /putative nit

AT3G02180 = NP_974209 NP_566166 AAF02119 AAF14820 AAK76552 AAM51292 AAM64327 SP1L (SPIRAL 1-LIKE)/SP1L (SPIRAL 1-LIKE) /unknown protein /unknown protein /unknown protein /unknown protein /nitrilase associated protein-like
ABA98636 Oryza sativa (japonica cultivar-group) expressed protein25

20

AAF98579 Arabidopsis thaliana Contains similarity to PIR7A protein from Oryza sativa gb|Z34271 and contains an alpha/beta hydrolase fold PF|00561.
17

AT5G15600 = NP_197064 CAC01759 AAM64731 AAO42183 AAO50584 unknown protein/nitrilase associated protein-like /nitrilase associated protein-like /putative nitrilase associated protein /putative nitrilase associated protein
AAD27575 Sorghum bicolor ABA94943 Oryza sativa (japonica cultivar-group) hypothetical protein/expressed protein16

16

XP_468711 Oryza sativa (japonica cultivar-group) AAP44613 unknown protein/unknown protein
25

Ppa_SPR1_3_1
Ppa_SPR1_5_1

Ppa_SPR1_1_162
15
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Smo_SPR1_4_2
Smo_SPR1_5_2 Smo_SPR1_1_1(EST) Smo_SPR1_2_1(EST) Smo_SPR1_3_1(EST) Smo_SPR11167262610_1(EST)59

AAU05601 Fragaria x ananassa hypothetical protein
AAM64577 Arabidopsis thaliana putative nitrilase-associated protein

AT1G69230 = NP_177083 NP_974110 AAF27065 AAG52493 ABD57501 unknown protein/unknown protein /F4N2.18 /putative nitrilase-associated protein; 69823-70365 /At1g6923065
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AT4G23496 = NP_567685 AAM60920 AAO42000 AAO50587 unknown protein/putative nitrilase-associated protein /unknown protein /unknown protein
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Ppa_SPR1_2_1
XP_473610 Oryza sativa (japonica cultivar-group) CAE03251 OSJNBa0011J08.6/OSJNBa0011J08.658
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mRNA with mismatch to genome

AT1G26360


