
Q5XPK0 Arabidopsis thaliana AAU93848 SCARL_ARATH Scar-like domain-containing protein/SCAR-like domain-containing protein
AT4G18600 = NP_193595 CAA16740 CAB78862 wave5/gene 11-1 protein - like /gene 11-1 protein-like

AT1G29170 = NP_174212 Q9LP46 AAF88121 AAU93850 wave2/SCAR3_ARATH Protein SCAR3 (AtSCAR3) (Protein WAVE2)/Hypothetical protein /SCAR3
AT2G34150 = NP_001031474 Q6AWX6 DAA05586 AAU93851 WAVE1/SCAR1_ARATH Protein SCAR1 (AtSCAR1) (Protein WAVE1)/TPA_exp: SCAR1 /SCAR1

Q5QNA6 Oryza sativa BAD73100 Oryza sativa (japonica cultivar-group) SCRL2_ORYSA SCAR-like protein 2/SCAR2 -like
AT2G38440 = NP_181378 Q5XPJ9 AAC28760 AAU93849 AAW49260 ITB1/SCAR2_ARATH Protein SCAR2 (AtSCAR2) (Protein WAVE4) (Protein DISTORTED3) (Protein IRREGULAR TRICHOME BRANCH1)/unknown protein /SCAR2 /DISTORTED3/SCAR2

AT5G01730 = NP_195793 Q5XPJ6 CAB82289 AAU93852 wave3/SCAR4_ARATH Protein SCAR4 (AtSCAR4) (Protein WAVE3)/putative protein /SCAR4
XP_470104 Oryza sativa (japonica cultivar-group) Q84TX2 Oryza sativa AAO60018 Oryza sativa (japonica cultivar-group) unknown protein/SCRL1_ORYSA SCAR-like protein 1/unknown protein
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NP_910445 Oryza sativa (japonica cultivar-group) BAC75554 hypothetical protein/hypothetical protein
XP_638311 Dictyostelium discoideum AX4 AAD29083 Dictyostelium discoideum EAL64790 SCAR1/SCAR1 /SCAR1

CAE71710 Caenorhabditis briggsae Hypothetical protein CBG18687
XP_789498 Strongylocentrotus purpuratus PREDICTED: similar to WAS protein family, member 3

XP_780500 Strongylocentrotus purpuratus PREDICTED: similar to WAS protein family, member 1 isoform 1
XP_316920 Anopheles gambiae str. PEST EAA12201 ENSANGP00000006560/ENSANGP00000006560

NP_609477 Drosophila melanogaster AAF53042 AAF74194 AAL29127 SCAR CG4636-PA/CG4636-PA /SCAR /SD02991p
EAL29400 Drosophila pseudoobscura GA18320-PA

XP_394398 Apis mellifera PREDICTED: similar to GA18320-PA
XP_870973 Bos taurus XP_611065 PREDICTED: similar to WAS protein family, member 2 isoform 2/PREDICTED: similar to WAS protein family, member 2 isoform 1
NP_008921 Homo sapiens Q9Y6W5 BAA81795 CAC18518 AAH40943 WAS protein family, member 2/WASF2_HUMAN Wiskott-Aldrich syndrome protein family member 2 (WASP-family protein member 2) (WAVE-2 protein) (Verprolin homology domain-containing protein 2) /WASP-
XP_544469 Canis familiaris PREDICTED: similar to WAS protein family, member 2
XP_934550 Homo sapiens Q8IV90 AAD33053 CAD48858 PREDICTED: similar to Wiskott-Aldrich syndrome protein family member 4 (WASP-family protein member 4) isoform 1/WASF4_HUMAN Wiskott-Aldrich syndrome protein family member 4 (WASP-family protein member 4

NP_700472 Mus musculus Q8BH43 AAN10152 BAC39451 BAE42873 WAS protein family, member 2/WASF2_MOUSE Wiskott-Aldrich syndrome protein family member 2 (WASP-family protein member 2) (WAVE-2 protein)/WAVE2 /unnamed protein product /unnamed protein product
AAH51488 Mus musculus Wasf2 protein

NP_001013185 Rattus norvegicus AAH89207 WAS protein family, member 2 (predicted)/WAS protein family, member 2 (predicted)
XP_424015 Gallus gallus PREDICTED: similar to WAS protein family, member 2; suppressor of cyclic-AMP receptor (WASP-family); WASP family Verprolin-homologous protein 2; IMD2

NP_957375 Danio rerio AAH45859 hypothetical protein LOC394056/Similar to WAS protein family, member 2
XP_702445 Danio rerio PREDICTED: hypothetical protein XP_697353

AAH89121 Xenopus laevis Unknown (protein for IMAGE:6870338)
AAH74429 Xenopus laevis MGC84671 protein

AAH91579 Xenopus tropicalis Unknown (protein for MGC:97504)
XP_419791 Gallus gallus PREDICTED: similar to Wiskott-Aldrich syndrome protein family member 1 (WASP-family protein member 1) (Verprolin homology domain-containing protein 1)
NP_001020107 Homo sapiens NP_003922 XP_532260 Canis familiaris NP_114083 Mus musculus XP_868457 Canis familiaris XP_518686 Pan troglodytes NP_001020105 Homo sapiens NP_001020106 XP_868466 Canis familiaris Q8R5H6 Mus musculus Q92558 Homo
NP_001020285 Rattus norvegicus AAH91322 WAS protein family, member 1/WAS protein family, member 1

CAG03574 Tetraodon nigroviridis unnamed protein product
XP_417128 Gallus gallus PREDICTED: similar to Wiskott-Aldrich syndrome protein family member 3 (WASP-family protein member 3) (Verprolin homology domain-containing protein 3)
NP_006637 Homo sapiens XP_612605 Bos taurus XP_870581 XP_534525 Canis familiaris XP_859788 XP_509596 Pan troglodytes Q9UPY6 Homo sapiens BAA81796 AAL51032 BAA74923 AAH50283 CAH72487 CAI14691 WAS protein family, member 3/PREDICTED: similar to
NP_660137 Mus musculus Q8VHI6 AAL51033 AAH27038 BAE20647 WAS protein family, member 3/WASF3_MOUSE Wiskott-Aldrich syndrome protein family member 3 (WASP-family protein member 3) (WAVE-3 protein) /WAVE3 /WAS protein family, member 3 /unnamed protein p

XP_691220 Danio rerio PREDICTED: similar to WAS protein family, member 3, partial
CAG00565 Tetraodon nigroviridis unnamed protein product

XP_689326 Danio rerio XP_709260 XP_709259 XP_709261 XP_709258 PREDICTED: similar to WAS protein family, member 3 isoform 1/PREDICTED: similar to WAS protein family, member 3 isoform 4 /PREDICTED: similar to WAS protein family, member 3 isoform 3 /PRE
CAG04222 Tetraodon nigroviridis unnamed protein product

XP_420299 Gallus gallus PREDICTED: similar to Wiskott-Aldrich syndrome protein family member 3 (WASP-family protein member 3) (Verprolin homology domain-containing protein 3)
XP_683029 Danio rerio PREDICTED: similar to WAS protein family, member 3
NP_001018357 Danio rerio AAH95032 hypothetical protein LOC553542/Hypothetical protein LOC553542

CAG12256 Tetraodon nigroviridis unnamed protein product
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