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99 I XP_628990 Dictyostelium discoideum AX4 P34149 Dictyostelium discoideum 2004273F AAC37389 AAG45118 EAL60575 Rho GTPase/RACC_DICDI RAS-related protein racC /2004273F RacC protein/RacC /RacC /Rho GTPase
19 L Q24816 Entamoeba histolytica AAC47298 RACC_ENTHI RAS-related protein racC/p21racC
100 rXP_656301 Entamoeba histolytica HM-1:IMSS EAL50915 Rho family GTPase/Rho family GTPase
L—XP_656184 Entamoeba histolytica HM-1:IMSS EAL50800 Rho family GTPase/Rho family GTPase
XP_770835 Giardia lamblia ATCC 50803 EAA40663 hypothetical protein GLP_456_59757_59101/GLP_456_59757_59101
NP_001002754 Danio rerio NP_990347 Gallus gallus XP_855587 Canis familiaris NP_001004840 Xenopus tropicalis NP_061485 Homo sapiens NP_990348 Gallus gallus NP_599193 Rattus norvegicus NP_001003274 Canis familiaris NP_776588 Bos taurus N
3 BAB25667 Mus musculus unnamed protein product
56iNP_573486 Mus musculus NP_005043 Homo sapiens P60764 Mus musculus 2C2H Homo sapiens P60763 2C2H AAC51667 BAB40573 Mus musculus AAH15197 Homo sapiens AAH09605 AAM21113 BAC41001 Mus musculus AAV38249 synthetic construct AAV38250 Homo sapi
50 NP_001034907 Danio rerio AAI14273 hypothetical protein LOC562838/Unknown (protein for MGC:136799)
1MH1 Homo sapiens 1THH4 1HH4 1G4U Small G-Protein/B Chain B, Rac1-Rhogdi Complex Involved In Nadph Oxidase Activation /A Chain A, Rac1-Rhogdi Complex Involved In Nadph Oxidase Activation/R Chain R, Crystal Structure Of The Salmonella Tyrosine Phospha
BAC36128 Mus musculus unnamed protein product
9 NP_002863 Homo sapiens NP_786986 Bos taurus NP_001008385 Rattus norvegicus NP_033034 Mus musculus 1DS6 Homo sapiens P15153 Q9TU25 Bos taurus Q05144 Mus musculus CAA37337 AAA36538 Homo sapiens AAB22207 CAB45265 AAF00715 Bos taurus BAB25
46-AAP20195 Pagrus major ras-related C3 botulinum toxin substrate 2
NP_001002061 Danio rerio AAH71369 ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2)/Ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2)
001011285 Xenopus tropicalis AAH73303 Xenopus laevis AAH87999 Xenopus tropicalis CAJ82940 Novel protein similar to ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)/MGC80698 protein /Hypothetical LOC496738
it 088931 Cavia porcellus AAC35359 RAC2_CAVPO Ras-related C3 botulinum toxin substrate 2 precursor (p21-Rac2)/ras-related protein
XP_798253 Strongylocentrotus purpuratus PREDICTED: similar to Ras-related C3 botulinum toxin substrate 1 (p21-Rac1)
21 —XP_623951 Apis mellifera PREDICTED: similar to Ras-related protein Rac1
H':LNP_476950 Drosophila melanogaster P40792 AAA62870 CAA84709 AAA67040 AAF47469 AAL25447 EAL29953 Drosophila pseudoobscura Rac1 CG2248-PA/RAC1_DROME Ras-related protein Rac1 /Drac1/RacA /Rac1 gene product/CG2248-PA /LD34217p /GA15321-PA
13| 25 XP_315449 Anopheles gambiae str. PEST EAA11959 ENSANGP00000014228/ENSANGP00000014228
NP_648121 Drosophila melanogaster P48554 CAA84710 AAA67041 AAF50559 AAM50705 Rac2 CG8556-PA/RAC2_DROME Ras-related protein Rac2 /RacB /Rac2 gene product/CG8556-PA /GM13874p
NP_001027692 Ciona intestinalis CAD48474 Rac1 protein/Rac1 protein
10 NP_001027787 Ciona intestinalis CAD48475 Rac2 protein/Rac2 protein
XP_801990 Strongylocentrotus purpuratus XP_780276 XP_802035 PREDICTED: similar to Ras-related C3 botulinum toxin substrate 1 (p21-Rac1) isoform 2/PREDICTED: similar to Ras-related C3 botulinum toxin substrate 1 (p21-Rac1) isoform 1 /PREDICTED: simila
NP_500363 Caenorhabditis elegans Q03206 CAA48506 AAA28140 AAA28141 AAC25821 AAF33846 CEIl Death abnormality family member (ced-10)/RAC1_CAEEL RAS-related protein rac-1 (Cell-corpse engulfment protein ced-10) (CErac1)/small ras-related protein /rac1 p
AAP22281 Aplysia californica Rac
095916 Homo sapiens RAC4_HUMAN Putative Ras-related C3 botulinum toxin substrate 4 (p21-Rac4)
96 AAQ88447 Schizophyllum commune small GTPase racip
5_4|_—|:AAF37890 Suillus bovinus small GTPase Rac1
XP_756921 Ustilago maydis 521 AAM74083 Ustilago maydis EAK81146 Ustilago maydis 521 hypothetical protein UM00774.1/Rac1 GTP binding protein /hypothetical protein UM00774.1
AAU06193 Monacrosporium haptotylum GTPase
AAY84713 Paracoccidioides brasiliensis Rac1 GTPase
7 2{ AAN77094 Penicillium marneffei CDC42-like protein CflB
3 41 41 XP_662347 Aspergillus nidulans FGSC A4 EAA60785 hypothetical protein AN4743.2/hypothetical protein AN4743.2
78 ﬁEXP7754976 Aspergillus fumigatus Af293 EAL92938 Rho GTPase Rac/Rho GTPase Rac, putative
AAT09022 Asperqgillus niger RacA
16 39 55—XP_389033 Gibberella zeae PH-1 EAA72031 hypothetical protein FG08857.1/hypothetical protein FG08857.1
93 AAP89013 Colletotrichum trifolii RAC1
( XP_366655 Magnaporthe grisea 70-15 EAQ71072 hypothetical protein MG02731.4/hypothetical protein MGG_ch7g479
EAQ89825 Chaetomium globosum CBS 148.51 RAS-related protein
XP_504400 Yarrowia lipolytica CLIB122 AAF40311 Yarrowia lipolytica CAG80000 Yarrowia lipolytica CLIB122 hypothetical protein/GTP-binding protein Rac1p /unnamed protein product
85 ——XP_652995 Entamoeba histolytica HM-1:IMSS XP_650831 Q24814 Entamoeba histolytica AAC47296 EAL45445 Entamoeba histolytica HM-1:IMSS EAL47607 Rho family GTPase/Rho family GTPase /RACA_ENTHI RAS-related protein racA /p21racA /Rho family GTPase /Rho
L XP_656745 Entamoeba histolytica HM-1:IMSS EAL51362 Rho family GTPase/Rho family GTPase
5 AAX55504 Schizophyllum commune AAK77967 small GTPase Cd42/small GTPase CDC42
| AAF37871 Suillus bovinus small GTPase CDC42
NP_593536 Schizosaccharomyces pombe 972h- Q01112 Schizosaccharomyces pombe AAA35298 AAA16472 CAC08561 hypothetical protein SPAC110.03/CDC42_SCHPO Cell division control protein 42 homolog (CDC42Sp) /CDC42sp /Cdc42p/cdc42
4 XP_385623 Gibberella zeae PH-1 EAA75264 CD42_CHICK Cell division control protein 42 homolog (G25K GTP-binding protein)/CD42_CHICK Cell division control protein 42 homolog (G25K GTP-binding protein)
AAS48414 Pneumocystis carinii CDC42p
XP_572208 Cryptococcus neoformans var. neoformans JEC21 EAL17887 Cryptococcus neoformans var. neoformans B-3501A AAW44901 Cryptococcus neoformans var. neoformans JEC21 Rho small monomeric GTPase/hypothetical protein CNBL0140 /Rho small monomeric
0 66 76 f{P771 1907 Candida albicans SC5314 XP_711878 014426 Candida albicans AAB69764 EAK92670 Candida albicans SC5314 EAK92699 putative rho family Ras-like GTPase/putative rho family Ras-like GTPase /CDC42_CANAL Cell division control protein 42 homolog /
| XP_462156 Debaryomyces hansenii CBS767 CAG90642 hypothetical protein DEHA0G15037g/unnamed protein product
43 81 XP_451186 Kluyveromyces lactis NRRL Y-1140 CAH02774 unnamed protein product/unnamed protein product
0l 87 60 —EF[-XP7446201 Candida glabrata CBS 138 CAG59125 unnamed protein product/unnamed protein product
0 NP_013330 Saccharomyces cerevisiae P19073 CAA36186 AAB67416 AAS56259 Small rho-like GTPase, essential for establishment and maintenance of cell polarity; mutants have defects in the organization of actin and septins; Cdc42p/CDC42_YEAST Cell division
| NP_986573 Eremothecium gossypii QOHF56 AAG41247 AAS54397 Ashbya gossypii ATCC 10895 AGL093Wp/CDC42_ASHGO Cell division control protein 42/Cdc42 /AGL093Wp
3 79 99 XP_394608 Apis mellifera PREDICTED: similar to GA11680-PA
— AAD43792 Drosophila melanogaster CDC42 protein
b 100 I—NP_989792 Gallus gallus AAP87383 ras homolog gene family, member Q/Rho small GTPase TC10
= 5 NP_956112 Danio rerio AAH45850 ras-like protein TC10/Ras-like protein TC10
I_|Q[1P_872868 Bos taurus NP_663466 Mus musculus NP_445974 Rattus norvegicus NP_036381 Homo sapiens P17081 Q9JJL4 Rattus norvegicus Q8R527 Mus musculus AAA36547 Homo sapiens BAA96292 Rattus norvegicus AAM21123 Homo sapiens AAH56154 AAH56363
O BAB91068 Mus musculus small GTPase Tc10
XP_718826 Candida albicans SC5314 XP_718742 EAK99832 EAK99920 putative rho family Ras-like GTPase/putative rho family Ras-like GTPase /likely rho family Ras-like GTPase /likely rho family Ras-like GTPase
XP_568391 Cryptococcus neoformans var. neoformans JEC21 AAW46874 Rho GTPase/Rho GTPase, putative
AAR14182 Fucus distichus Rho family GTPase
XP_642196 Dictyostelium discoideum AX4 P34144 Dictyostelium discoideum 2004273A AAC37391 AAG45106 EAL68107 Rho GTPase/RAC1A_DICDI RAS-related protein rac1A /2004273A Rac1A protein/Rac1A protein /Rac1A /Rho GTPase
1] 86 _@&647053 Dictyostelium discoideum AX4 AAG45110 Dictyostelium discoideum EAL72900 Rho GTPase/Rac1B /Rho GTPase
P34145 Dictyostelium discoideum 2004273B AAC37392 RAC1B_DICDI RAS-related protein rac1B/2004273B Rac1B protein/Rac1B protein
XP_640169 Dictyostelium discoideum AX4 P34146 Dictyostelium discoideum 2004273C AAC37393 AAD37805 AAG45114 EAL66042 Rho GTPase/RAC1C_DICDI RAS-related protein rac1C /2004273C Rac1C protein/Rac1C protein /Rac1C /Rac1C /Rho GTPase
51 XP_641575 Dictyostelium discoideum AX4 P34148 Dictyostelium discoideum 2004273E AAC37388 EAL67577 RacB/RACB_DICDI RAS-related protein racB /2004273E RacB protein/RacB protein /Rho GTPase
I CAI84893 Medicago sativa subsp. x varia putative Rac GTPase
56 AAW?24792 Schistosoma japonicum AAW26008 SICHGC01385 protein/unknown
I AAN77583 Schistosoma mansoni Rac GTPase
XP_569785 Cryptococcus neoformans var. neoformans JEC21 EAL22082 Cryptococcus neoformans var. neoformans B-3501A AAW42478 Cryptococcus neoformans var. neoformans JEC21 AAW78490 Cryptococcus neoformans var. neoformans small GTPase/hypothetical p
100 r—NP_509931 Caenorhabditis elegans AAC47729 CAB01691 abnormal cell MIGration family member (mig-2)/Rac-like GTPase /Hypothetical protein C35C5.4
5 L—CAE70618 Caenorhabditis briggsae Hypothetical protein CBG17302
9 —XP_624520 Apis mellifera PREDICTED: similar to ENSANGP00000022835
100 984P_551238 Anopheles gambiae str. PEST XP_321538 EAL38571 EAA00947 ENSANGP00000026005/ENSANGP00000022835 /ENSANGP00000026005 /ENSANGP00000022835
11 L&CADZM?S Anopheles gambiae putative RHO small GTPase
14 NP_524533 Drosophila melanogaster NP_733223 NP_733222 AAF44665 AAF56727 AAF56728 AAM29284 CAC88352 AAN14120 EAL27028Drosophila pseudoobscura Mig-2-like CG5588-PB, isoform B/Mig-2-like CG5588-PC, isoform C /Mig-2-like CG5588-PA, isoform A /Mig-2-li
53 NP_001012554 Gallus gallus CAG31075 ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2)/hypothetical protein
100 | I NP_955986 Danio rerio XP_702080 AAH44425 hypothetical protein LOC324681/PREDICTED: hypothetical protein XP_696988 /Hypothetical protein LOC324681
| 55 | NP_001656 Homo sapiens XP_542335 Canis familiaris XP_581132 Bos taurus NP_062512 Mus musculus NP_001032272 Rattus norvegicus P84096 Mus musculus P84097 Cricetus cricetus P84095 Homo sapiens CAA43785 Cricetus cricetus AAA60268 Homo sap
AAH59300 Xenopus laevis MGC68933 protein
91 I XP_651800 Entamoeba histolytica HM-1:IMSS 076321 Entamoeba histolytica AAC24704 EAL46413 Entamoeba histolytica HM-1:IMSS Rho family GTPase/RECG_ENTHI RAS-related protein racG/small GTPase RacG /Rho family GTPase
QI L XP_652660 Entamoeba histolytica HM-1:IMSS EAL47274 Rho family GTPase/Rho family GTPase
20 NP_001029008 Ciona intestinalis CAD48480 Rac and Cdc42-like 1 protein/Rcl1 protein
NP_001027789 Ciona intestinalis CAD48479 Rac5 protein/Rac5 protein
gnl|CMER|CMH183C_small_GTP-binding_protein_of_Rho_family
65 XP_475708 Oryza sativa (japonica cultivar-group) Q68Y52 Oryza sativa BAA84493 AAU03100 Oryza sativa (japonica cultivar-group) AAV59301 putative racC protein/RAC2_ORYSA Rac-like GTP-binding protein 2 (OsRac2) /small GTP-binding protein OsRac2 /sma
CAD27894 Hordeum vulgare subsp. vulgare putative ROP6 protein
89 rCAB96793 Zea mays AAO41292 putative Rop family GTPase, ROP6/putative ROP family GTPase ROP6
52 CAB96792 Zea mays AAO41293 putative Rop family GTPase, ROP7/putative ROP family GTPase ROP7
% AT4G28950 = NP_194624 082480 AAC63013 CAB43909 AAF40246 CAB79653 ARAC7; GTP binding/RAC7_ARATH Rac-like GTP-binding protein ARAC7 (GTPase protein ROP9) /rac GTP binding protein Arac7 /rac GTP binding protein Arac7 /Arac7 /rac GTP binding protein Ara

78

2

91

CAD42726 Nicotiana tabacum putative rac protein

AAD34357 Zea mays Rop3 small GTP binding protein
CAD57743 Hordeum vulgare subsp. vulgare RAC-ROP-like G-protein
CAB96794 Zea mays putative Rop family GTPase ROP5

3 NP_913489 Oryza sativa (japonica cultivar-group) Q9SSX0 Oryza sativa BAA84492 unnamed protein product/RAC1_ORYSA Rac-like GTP-binding protein 1 (OsRac1) /small GTP-binding protein OsRac1
74 |E

67VP4 Oryza sativa AAK55445 BAD37775 Oryza sativa (japonica cultivar-group) BAD37916 RAC4_ORYSA Rac-like GTP-binding protein 4 (OsRac4) (GTPase protein ROP4)/putative Rop family GTPase ROP4 /putative small GTP-binding protein OsRac3 /putative small

XP_506964 Oryza sativa (japonica cultivar-group) XP_467730 Q62808 Oryza sativa BAA84494 BAD15735 Oryza sativa (japonica cultivar-group) PREDICTED P0585G03.19 gene product/small GTP-binding protein OsRac3 /RAC3_ORYSA Rac-like GTP-binding protein 3

31 5p~CAD57742 Hordeum vulgare subsp. vulgare RAC-ROP-like G-protein

AAK53059 Zea mays putative Rop family GTPase ROP8
AAD34355 Zea mays Rop1 small GTP binding protein

CAD27896 Hordeum vulgare subsp. vulgare putative ROP4 protein
CAD42725 Nicotiana tabacum putative rac protein

1 AAX77218 Gossypium hirsutum Rac2
q 96 tT5G62880 = NP_201093 082481 AAC63014 AAF40238 BAB10857 AAO22805 AAO42453 BAD44656 ARAC10; GTP binding/RAC10_ARATH Rac-like GTP-binding protein ARAC10 (GTPase protein ROP11) /rac GTP binding protein Arac10 /Arac10 /rac GTP binding protein Arac10 /pu

BADA42977 Arabidopsis thaliana Arac10

AT3G48040 = NP_566897 Q9SU67 AAC63015 CAB41135 AAF40247 BAC41995 AA063292 ROP10; GTP binding/RAC8_ARATH Rac-like GTP-binding protein ARAC8 (GTPase protein ROP10) /rac GTP binding protein Arac8 /rac GTP binding protein Arac8 /Arac8 /putative rac GTP
AAF43923 Tradescantia virginiana Rac-like protein Rop1

85 Q40220 Lotus japonicus CAA98190 RAC2_LOTJA Rac-like GTP-binding protein RAC2/RAC2

BAC41517 Zinnia elegans Rac small GTPase

19

AT2G44690 = NP_566024 Q9XGUO AAD42972 AAC27471 ARACY; GTP binding/RAC9_ARATH Rac-like GTP-binding protein ARAC9 (GTPase protein ROP8)/rac-like protein ARAC9 /putative GTP-binding protein

XP_465211 Oryza sativa (japonica cultivar-group) Q6Z7L8 Oryza sativa AAK53060 BAD15789 Oryza sativa (japonica cultivar-group) BAD15966 putative small GTP binding protein/RAC7_ORYSA Rac-like GTP-binding protein 7 (OsRac7) (GTPase protein ROP5)/put

Q41253 Gossypium hirsutum AAB35093 RAC13_GOSHI Rac-like GTP-binding protein RAC13/pea Rho1 protein homolog/mammalian rac protein homolog
AAW78687 Vigna radiata small GTP-binding protein ROP1

Q41254 Gossypium hirsutum AAB35094 RAC9_GOSHI Rac-like GTP-binding protein RAC9/mammalian rac protein homolog
AT5G45970 = NP_199409 Q38903 AAC49852 AAF40241 BAB08242 ARAC2; GTP binding/RAC2_ARATH Rac-like GTP-binding protein ARAC2 (GTPase protein ROP7) /Rac-like protein; Method: conceptual translation supplied by author. /Arac2 /Rac-like gtp binding protein

AAC32124 Picea mariana Rac-like GTP binding protein

4p5AT2G17800 = NP_179371 NP_195320 Q39435 Beta vulgaris AT2G17800 = Q38902 Q9SBJ6 CAA89050 Beta vulgaris subsp. vulgaris AT2G17800 = AAC49851 CAA18489 AAC29480 CAA21481 AAD00113 AAD17999 AAF40237 AAF40245 CAB81504 AAM13045 AAM64886 AAN15712 BA

AAO11654 Brassica napus putative ROP family GTPase
79—AAO11651 Brassica napus putative ROP family GTPase
AAO11650 Brassica napus AAO11652 AAO11655 AAO11653 putative ROP family GTPase/putative ROP family GTPase /putative ROP family GTPase /putative ROP family GTPase

AT3G51300 = NP_190698 P92978 AAC78390 AAC35850 AAD00117 Nicotiana tabacum CAA10815 CAB57818 AT3G51300 = CAB62652 AAK52996 AAK31299 Nicotiana tabacum AT3G51300 = AAL47421 BAC41518 Zinnia elegans ROP1; GTP binding/RAC11_ARATH Rac-like GTP-

35638 Pisum sativum AAA96980 AAM18134 Medicago truncatula RHO1_PEA Rac-like GTP-binding protein RHO1 (GTPase protein ROP1)/GTP-binding protein/small G-protein ROP6
CAI84890 Medicago sativa subsp. x varia putative Rho GTPase

78 {AAM18135 Medicago truncatula small G-protein ROP9

CAI84891 Medicago sativa subsp. x varia putative Rho GTPase

AAX77217 Gossypium hirsutum ABC41926 Rac3/Rac small GTPase
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0.100

——AADO00118 Nicotiana tabacum CAD42723 NTGP3/putative rac protein
T1G75840 = NP_177712 Q38937 AAC49855 AAF26755 AAF40244 AAL32878 AAM10162 ATROP4 (RHO-LIKE GTP BINDING PROTEIN 4); GTP binding/RAC5_ARATH Rac-like GTP-binding protein ARAC5 (GTPase protein ROP4) /GTP-binding protein /T4012.8 /Arac5 /similar to ATGP3
‘%AADON 14 Arabidopsis thaliana ATGP3
A AAC78242 Arabidopsis thaliana Rho-like GTP binding protein
L—AAD47828 Gossypium hirsutum RAC-like G-protein Rac1
QBEP31 Oryza sativa AAF28764 Oryza sativa (japonica cultivar-group) AAK27450 BAD28462 BAD28463 BAD29588 BAD29589 RAC5_ORYSA Rac-like GTP-binding protein 5 (OsRac5) (GTPase protein RacD)/small GTP binding protein RACDP /small GTP binding protein RACD

CAD27895 Hordeum vulgare subsp. vulgare putative RACD protein
70 —BAA76424 Cicer arietinum rac-type small GTP-binding protein

AAM18133 Medicago truncatula CAG30067 Medicago sativa CAI84892 Medicago sativa subsp. x varia small G-protein ROP3/small GTPase Rac4 /putative Rho GTPase

- —XP_463909 Oryza sativa (japonica cultivar-group) XP_506691 Q6ZHA3 Oryza sativa AAD34356 Zea mays AAF91343 Oryza sativa CAC83043 Hordeum vulgare subsp. vulgare AAO41289 Zea mays AAO41290 AAO41291 BAD08136 Oryza sativa (japonica cultivar-gro
35 Ppa_ROP2_25_1 Ppa_ROP2_28 1 Ppa_ROP2_35_1 Ppa_ROP2_27_1 AAD26198 Physcomitrella patens AAD44768 AAD44769 AAF43429 AAF43430 AAX58754 rac-like GTP binding protein/Rac-like GTP binding protein /Rac-like GTP binding protein /rac 1 protein /rac 4 protein

Smo_ROP2_6_2 Smo_ROP2_1_2
Smo_ROP2759740510_1

82

AAD34358 Zea mays Rop4 small GTP binding protein

95 T4G35020 = NP_195228 Q38912 AAC49853 AAC78241 CAA17767 AAF40242 CAB80219 AAO42256 AAV85673 AAW80876 ROP6; GTP binding/RAC3_ARATH Rac-like GTP-binding protein ARAC3 (GTPase protein ROP6) /Rac-like protein /Rho-like GTP binding protein /Rho1Ps homolo
AAB38780 Arabidopsis thaliana Rho1Ps homolog
AAB97458 Brassica rapa rac-like small GTP binding protein

§l—004369 Lotus japonicus CAA98189 RAC1_LOTJA Rac-like GTP-binding protein RAC1/RAC1
AT1G20090 = NP_173437 Q38919 AAC49854 AAC78391 AAF40243 AAF79903 AAG48801 AAK25864 AAL07157 ROP2; GTP binding/RAC4_ARATH Rac-like GTP-binding protein ARAC4 (GTPase protein ROP2) /Description: rac-like protein; GTP binding protein; Method: conceptual



