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XP_638143 Dictyostelium discoideum AX4 CAG38079 Dictyostelium discoideum EAL64632 actin-binding protein/diaphanous-related formin dDia2 /actin-binding protein
XP_636106 Dictyostelium discoideum AX4 CAH23234 Dictyostelium discoideum EAL62593 actin-binding protein/diaphanous-related formin dDia1 /actin binding protein

AT5G07760 = NP_196393 BAB11455 actin binding/unnamed protein product
AT5G07780 = NP_196395 BAB09942 BAD94830 actin binding/unnamed protein product /putative protein48

AT5G07770 = NP_196394 actin binding84

XP_481245 Oryza sativa (japonica cultivar-group) BAC99403 BAC99532 putative diaphanous 1/putative diaphanous 1 /putative diaphanous 1
XP_471280 Oryza sativa (japonica cultivar-group) CAD39927 OSJNBa0091C12.5/OSJNBa0091C12.5

AT1G31810 = NP_174461 AAG50715 DNA binding/DNA-directed RNA polymerase/actin binding /unknown protein
AT2G25050 = NP_180077 actin binding

XP_468248 Oryza sativa (japonica cultivar-group) BAD19266 diaphanous homologue-like/diaphanous homologue-like54
XP_478998 Oryza sativa (japonica cultivar-group) BAC55695 putative diaphanous homologue/putative diaphanous homologue26
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CAE62360 Caenorhabditis briggsae Hypothetical protein CBG06440
CAF98167 Tetraodon nigroviridis unnamed protein product28

XP_641581 Dictyostelium discoideum AX4 BAC16796 Dictyostelium discoideum EAL67578 hypothetical protein DDB0214996/formin homology protein A /hypothetical protein DDB0214996
NP_009293 Homo sapiens NP_006720 O60879 CAA75869 CAA75870 CAH71361 CAH71113 CAH71114 CAI39928 CAD13477 CAI40544 CAI40545 CAI39841 CAI39842 CAI42515 CAB39108 CAI40915 CAI40916 CAI42257 CAI42258 diaphanous 2 isoform 12C/diaphanous 2 isoform 156 /DIAP2_

NP_989541 Gallus gallus BAB20321 diaphanous 1/diaphanous homologue46
BAE00533 Macaca fascicularis unnamed protein product

NP_031884 Mus musculus O08808 AAC53280 AAH70412 BAD90493 BAE33697 diaphanous homolog 1/DIAP1_MOUSE Protein diaphanous homolog 1 (Diaphanous-related formin-1) (DRF1) (mDIA1) (p140mDIA) /p140mDia /Diap1 protein /mKIAA4062 protein /unnamed protein produ
NP_005210 Homo sapiens O60610 AAC05373 AAQ63049 AAH07411 BAD92719 diaphanous 1/DIAP1_HUMAN Protein diaphanous homolog 1 (Diaphanous-related formin-1) (DRF1) /diaphanous 1 /diaphanous 1 /DIAPH1 protein /Diaphanous 1 variant64
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XP_417020 Gallus gallus PREDICTED: similar to hypothetical protein
NP_062644 Mus musculus Q9Z207 AAC71771 AAH28920 AAH86779 BAD90291 BAE36554 BAE23751 diaphanous homolog 3/DIAP3_MOUSE Protein diaphanous homolog 3 (Diaphanous-related formin-3) (DRF3) (mDIA2) (p134mDIA2) /diaphanous-related formin; p134 mDia2 /Diap3 p
XP_224392 Rattus norvegicus PREDICTED: similar to diaphanous-related formin; p134 mDia299

BAE00978 Macaca fascicularis unnamed protein product
NP_112194 Homo sapiens AAH48963 AAH68504 AAH34952 AAW73254 AAW78862 diaphanous homolog 3/Diaphanous homolog 3 /Diaphanous homolog 3 /Diaphanous homolog 3 /diaphanous homolog 3 /diaphanous-related formin 389

XP_857344 Canis familiaris XP_542593 PREDICTED: similar to diaphanous homolog 3 isoform 4/PREDICTED: similar to Diaphanous protein homolog 3 (Diaphanous-related formin 3) (DRF3) (mDIA2) (p134mDIA2) isoform 179
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AT1G70140 = NP_177171 AAB61101 ATFH8; actin binding/actin filament binding /profilin binding /EST gb|T43335 comes from this gene.
AT1G24150 = NP_173825 AAC00575 actin binding/Hypothetical protein99

AT1G59910 = NP_176199 AAD39332 AAQ62880 actin binding/Hypothetical protein /At1g59910100

AAF24497 Nicotiana tabacum FH protein NFH2
AT2G43800 = NP_181908 AAB64026 actin binding/unknown protein

AT3G25500 = NP_189177 AAF14548 BAB01320 AAL87275 AAN13148 AFH1 (FORMIN HOMOLOGY 1); actin binding/formin-like protein AHF1 /formin-like protein /putative formin protein AHF1 /putative formin protein AHF125
16

AT5G48360 = NP_199647 BAA98193 BAC43066 actin binding/unnamed protein product /unknown protein
AT3G07540 = NP_566311 AAF02158 AAK91412 AAL38599 actin binding/hypothetical protein /AT3g07540/F21O3_25 /AT3g07540/F21O3_2594

8

BAD33833 Oryza sativa (japonica cultivar-group) diaphanous protein-like
14

NP_915167 Oryza sativa (japonica cultivar-group) BAB86073 BAC06896 putative formin-like protein AHF1/putative FH protein NFH2 /putative FH protein NFH2
18

NP_920896 Oryza sativa (japonica cultivar-group) AAN05367 AAP53183 putative formin-like protein/Putative formin-like protein /Formin Homology 2 Domain, putative
AT5G67470 = NP_201548 BAB08455 AAQ99143 actin binding/formin-like protein /formin-like protein AtFH643
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XP_478935 Oryza sativa (japonica cultivar-group) BAC83260 BAD30930 putative formin homology(FH) domain-containing protein/putative formin homology(FH) domain-containing protein /putative formin homology(FH) domain-containing protein
XP_482525 Oryza sativa (japonica cultivar-group) BAC99340 BAD01178 putative formin homology(FH)protein/putative formin homology(FH)protein /putative formin homology(FH)protein

XP_472757 Oryza sativa (japonica cultivar-group) CAD40989 CAE75997 OSJNBa0072F16.14/OSJNBa0072F16.14 /B1358B12.6
AT3G05470 = NP_187198 AAF64546 actin binding/unknown protein43
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XP_464187 Oryza sativa (japonica cultivar-group) BAD25206 BAD28054 putative formin I2I isoform/putative formin I2I isoform /putative formin I2I isoform
XP_470938 Oryza sativa (japonica cultivar-group) CAE75976 B1160F02.7/B1160F02.742

AT4G15200 = NP_193255 CAB10299 CAB78562 actin binding/p140mDia like protein /p140mDia like protein
AT5G54650 = NP_851191 NP_200276 BAB09344 AAK68741 AAM91323 AAS93430 AAT37554 Fh5 (FORMIN HOMOLOGY5); actin binding/Fh5 (FORMIN HOMOLOGY5); actin binding /unnamed protein product /Unknown protein /unknown protein /formin homology 2 domain-containing74
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AAW56932 Oryza sativa (japonica cultivar-group) unknown protein
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XP_635175 Dictyostelium discoideum AX4 EAL61673 Dictyostelium discoideum hypothetical protein DDB0183855/hypothetical protein DDB0183855
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NP_071934 Homo sapiens ABD59344 ABD59345 hypothetical protein LOC64423 isoform 2/chromosome 14 open reading frame 173 isoform 2 /chromosome 14 open reading frame 173 isoform 3
CAG10691 Tetraodon nigroviridis unnamed protein product100

XP_697667 Danio rerio PREDICTED: similar to CG33556-PA
XP_694558 Danio rerio PREDICTED: similar to CG33556-PA

XP_539768 Canis familiaris PREDICTED: similar to CG33556-PA
NP_203751 Homo sapiens XP_526706 Pan troglodytes BAB21818 Homo sapiens hypothetical protein LOC85462/PREDICTED: similar to KIAA1727 protein /KIAA1727 protein96

NP_001028473 Mus musculus BAC27616 BAD32522 BAE26306 hypothetical protein LOC229474/unnamed protein product /mKIAA1727 protein /unnamed protein product96
69

CAJ82216 Xenopus tropicalis novel protein
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