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XP_767039 Giardia lamblia ATCC 50803 EAA46474 phosphatase subunit/GLP_585_6787_8148
AT5G28850 = NP_568509 NP_198242 NP_851089 AAL06997 AAL36293 AAM20122 AAO23892 AAS44557 BAD94815 calcium ion binding/calcium ion binding /calcium ion binding /AT5g28850/F7P1_30 /putative protein phosphatase 2A regulatory subunit B /putative phosphata

AT1G54450 = NP_175847 AAD25624 calcium ion binding/Similar to phosphoprotein phosphatase 2A regulatory subunit32
AT5G44090 = NP_199222 AAD45158 BAB10976 AAM20405 AAN72135 AAS44556 calcium ion binding/protein phosphatase 2A 62 kDa B'' regulatory subunit /protein phosphatase 2A 62 kDa B'' regulatory subunit /protein phosphatase 2A 62 kDa B regulatory subunit /pr

AT1G03960 = NP_973757 NP_171892 AAD10674 AAO42077 AAO50478 calcium ion binding/calcium ion binding /Highly similar to protein phosphatase 2A regulatory subunit /putative protein phosphatase 2A /putative protein phosphatase 2A58
49

NP_921984 Oryza sativa (japonica cultivar-group) AAK13162 AAL31038 AAP54271 putative protein phosphatase 2A regulatory subunit/putative protein phosphatase 2A regulatory subunit /putative phosphatase subunit, 3'-partial /protein phosphatase 2A regula
58

XP_464419 Oryza sativa (japonica cultivar-group) BAD34016 putative protein phosphatase 2A 48 kDa regulatory subunit isoform 1/putative protein phosphatase 2A 48 kDa regulatory subunit isoform 1
93

2216_Cre
XP_396366 Apis mellifera PREDICTED: similar to CG4733-PA
AAO01033 Drosophila virilis CG4733-PA

AAO01089 Drosophila willistoni CG4733-PA67
AAO01115 Drosophila pseudoobscura EAL28880 CG4733-PA/GA18391-PA42

NP_650842 Drosophila melanogaster AAG22156 AAO00973 Drosophila erecta CG4733-PA/CG4733-PA /CG4733-PA
94

XP_311649 Anopheles gambiae str. PEST EAA07362 ENSANGP00000014986/ENSANGP00000014986
44

33

CAF95901 Tetraodon nigroviridis unnamed protein product
XP_694203 Danio rerio XP_692223 PREDICTED: similar to alpha isoform of regulatory subunit B, protein phosphatase 2 isoform 2/PREDICTED: similar to alpha isoform of regulatory subunit B, protein phosphatase 2 isoform 188

AAK98643 Xenopus laevis PP2A B'' subunit PR13060

XP_542792 Canis familiaris XP_864635 PREDICTED: similar to alpha isoform of regulatory subunit B, protein phosphatase 2 isoform 1 isoform 1/PREDICTED: similar to alpha isoform of regulatory subunit B, protein phosphatase 2 isoform 2 isoform 2
XP_135153 Mus musculus XP_911897 XP_925188 XP_902972 XP_902982 XP_925195 BAC28935 BAE21013 PREDICTED: alpha isoform of regulatory subunit B'', protein phosphatase 2 isoform 1/PREDICTED: similar to protein phosphatase 2, regulatory subunit B, alpha is54
XP_576459 Rattus norvegicus AAH87097 PREDICTED: protein phosphatase 2 (formerly 2A), regulatory subunit B'', alpha (predicted)/Ppp2r3a protein50

NP_871626 Homo sapiens NP_002709 XP_516767 Pan troglodytes Q06190 Homo sapiens AAB02613 AAB02614 CAB97532 AAH65531 protein phosphatase 2, regulatory subunit B'', alpha isoform 2/protein phosphatase 2, regulatory subunit B'', alpha isoform 1 /PRED
71

69

XP_784322 Strongylocentrotus purpuratus PREDICTED: similar to alpha isoform of regulatory subunit B, protein phosphatase 2 isoform 2
XP_923810 Mus musculus XP_923801 XP_923827 XP_923841 XP_909409 XP_923875 Q9Z176 AAC98973 AAH27415 AAH59852 AAH96544 BAE25309 PREDICTED: similar to Protein phosphatase 2A, 59 kDa regulatory subunit B (PP2A PR59) (PP2A B-PR59) isoform 4/PREDICTED: simi28

XP_694390 Danio rerio PREDICTED: similar to protein phosphatase 2 (formerly 2A), regulatory subunit B, beta
CAG07282 Tetraodon nigroviridis unnamed protein product86

AAI00232 Xenopus laevis Unknown (protein for IMAGE:3747295)
AAK98642 Xenopus laevis PP2A B'' subunit PR4897

XP_855656 Canis familiaris XP_848247 PREDICTED: similar to protein phosphatase 2, regulatory subunit B isoform 1 isoform 2/PREDICTED: similar to protein phosphatase 2, regulatory subunit B isoform 1 isoform 1
NP_037371 Homo sapiens Q9Y5P8 AAD38515 DAA00385 AAH63429 CAI41975 CAI41963 protein phosphatase 2, regulatory subunit B'', beta isoform 1/2ACC_HUMAN Serine/threonine-protein phosphatase 2A 48 kDa regulatory subunit B (PP2A, subunit B, PR48 isoform)/pr71

XP_416866 Gallus gallus PREDICTED: similar to protein phosphatase 2A 48 kDa regulatory subunit isoform 1; serine/threonine protein phosphatase 2A, 48kDa regulatory subunit; PP2A, subunit B, PR48 isoform; PP2A B subunit PR48; NY-REN-8 antigen14
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XP_397305 Apis mellifera PREDICTED: similar to chromosome 14 open reading frame 10, partial
XP_421240 Gallus gallus PREDICTED: similar to putative phosphatase subunit

XP_862082 Canis familiaris NP_001014218 Rattus norvegicus XP_537411 Canis familiaris NP_001015645 Bos taurus NP_060387 Homo sapiens XP_861961 Canis familiaris NP_067504 Mus musculus BAA91308 Homo sapiens CAB88038 Mus musculus AAH06823
BAA95061 Mus musculus unnamed protein product80

46

NP_001004923 Xenopus tropicalis AAH75380 CAJ83648 MGC89101 protein/MGC89101 protein /novel protein
31

NP_956425 Danio rerio AAH44178 hypothetical protein LOC393100/Similar to phosphatase subunit gene g4-1
21

CAF91539 Tetraodon nigroviridis unnamed protein product
50

XP_793008 Strongylocentrotus purpuratus PREDICTED: similar to chromosome 14 open reading frame 10
70

91

EAR97716 Tetrahymena thermophila SB210 chromosome 14 open reading frame 10-related

92

2688_Cre
XP_814521 Trypanosoma cruzi strain CL Brener XP_821208 EAN92670 Trypanosoma cruzi EAN99357 hypothetical protein/hypothetical protein /hypothetical protein, conserved /hypothetical protein, conserved

XP_825459 Trypanosoma brucei TREU927 AAX79301 Trypanosoma brucei AAZ10480 hypothetical protein Tb927.3.4470/hypothetical protein, conserved /hypothetical protein, conserved89
XP_847859 Leishmania major strain Friedlin AAZ09651 hypothetical protein LMJ_0836/hypothetical protein, conserved100

CAJ06904 Leishmania major hypothetical protein, conserved
XP_806034 Trypanosoma cruzi strain CL Brener XP_811419 EAN84183 Trypanosoma cruzi EAN89568 hypothetical protein/hypothetical protein /hypothetical protein, conserved /hypothetical protein, conserved

XP_951742 Trypanosoma brucei TREU927 CAB60088 Trypanosoma brucei AAQ16065 AAX80322 hypothetical protein Tb927.2.6080/hypothetical protein /hypothetical protein, conserved /hypothetical protein, conserved70
100
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Smo_FASS_3_1 Smo_FASS_1_1
Ppa_FASS_1_1

Ppa_FASS862820200_186
67

AAU44034 Oryza sativa (japonica cultivar-group) putative tonneau 2
AT5G18580 = NP_568364 AAG35778 AAG35792 AAK26026 AAM44936 FASS (FASS 1)/tonneau 2 /tonneau 2 /unknown protein /unknown protein62
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