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ILENPAW 099 Caenorhabditis elegans AAC17561 ARp2/3 compleX component family member (arx-7) /Arp2/3 complex component protein 7
C

AE60572 Caenorhabditis briggsae Hypothetical protein CBG04201
L NP_491506 Caenorhabditis elegans P91167 AAF99882 C46H11.3/ARPC5_CAEEL Probable actin-related protein 2/3 complex subunit 5 (ARP2/3 complex 16 kDa subunit) (p16-ARC)/Hypothetical protein C46H11.3

52

46

AAX09925 Aurelia aurita actin-related protein 2/3 complex 16kDa subunit

99 I:NP7608693 Drosophila melanogaster AAF51237 AAL90416 p16-ARC CG9881-PA/CG9881-PA /RH48239p

98 EAL33044 Drosophila pseudoobscura GA22095-PA

—_
—_
L.

XP_319641 Anopheles gambiae str. PEST EAA14884 ENSANGP00000013934/ENSANGP00000013934

CAC14790 Lumbricus rubellus actin related protein 2/3 protein complex subunit p16

62

23

14

27

92

AAP06502 Schistosoma japonicum similar to GenBank Accession Number AJ291614 actin related protein 2/3 protein complex subunit p16 in Lumbricus rubellus

69 XP_687454 Danio rerio XP_690363 XP_690096 XP_709416 XP_709414 XP_709415 XP_708774 XP_708775 XP_709386 XP_709387 PREDICTED: similar to Arpc5l protein isoform 1/PREDICTED: similar to Arpc5l protein isoform 1 /PREDICTED: similar to Arpc5I protein isofor
NP_956872 Danio rerio AAH56697 AAHB65664 actin related protein 2/3 complex, subunit 5-like /Arpc5l protein /Actin related protein 2/3 complex, subunit 5-like

93 (NP_112240 Homo sapiens XP_526987 Pan troglodytes XP_520252 AAH00018 Homo sapiens AAH00798 AAH02418 AAP97155 CAH93295 Pongo pygmaeus CAI39641 Homo sapiens BAE87213 Macaca fascicularis actin related protein 2/3 complex, subunit 5-like /PREDIC
XP_851346 Canis familiaris NP_001029909 Bos taurus XP_863555 Canis familiaris NP_083085 Mus musculus XP_863531 Canis familiaris XP_576552 Rattus norvegicus NP_001032856 BAB25561 Mus musculus AAH24482 AAX09074 Bos taurus AAH98820 Rattus

93,CAJ83420 Xenopus tropicalis actin related protein 2/3 complex, subunit 5-like

AAH77328 Xenopus laevis Arpc5l-prov protein

AAH74279 Xenopus laevis MGC84053 protein

XP_415381 Gallus gallus PREDICTED: similar to actin related protein 2/3 complex, subunit 5-like

NP_958917 Danio rerio AAH49407 AAQ94580 CAI11660 actin related protein 2/3 complex, subunit 5B /Actin related protein 2/3 complex, subunit 5B /actin related protein 2/3 complex subunit 5, 16 kDa /actin related protein 2V3 complex, subunit 5B

CAG11620 Tetraodon nigroviridis unnamed protein product

CAG11644 Tetraodon nigroviridis unnamed protein product

P_919359 Danio rerio AAH44413 AAH70012 actin related protein 2/3 complex, subunit 5A /Arpc5a protein /Actin related protein 2/3 complex, subunit 5A

AAL55526 Danio rerio Arp2/3 complex 16kDa subunit

NP_005708 Homo sapiens XP_514050 Pan troglodytes NP_001020888 Rattus norvegicus 015511 Homo sapiens Q5R516 Pongo pygmaeus AAB64193 Homo sapiens AAB70561 CAC19687 AAH57237 CAH93150 Pongo pygmaeus CAl19482 Homo sapiens CAI29651 Pongo pygm
BAE29782 Mus musculus BAE29565 unnamed protein product/unnamed protein product

BAE39116 Mus musculus unnamed protein product

P_001026732 Gallus gallus NP_001030524 Bos taurus NP_080645 Mus musculus XP_537159 Canis familiaris 1TYQ Bos taurus 1U2V Q9CPW4 Mus musculus 1K8K Bos taurus BAB25457 Mus musculus BAB27558 BAB27911 BAB30864 BAB31570 BAC39870 AAH60143 CAG

XP_916571 Mus musculus PREDICTED: similar to actin related protein 2/3 complex, subunit 5

P_356911 Mus musculus PREDICTED: similar to actin related protein 2/3 complex, subunit 5

NP_001017242 Xenopus tropicalis CAJ82876 hypothetical protein LOC549996/actin related protein 2/3 complex, subunit 5, 16kDa

AAH79805 Xenopus laevis MGC86407 protein

AAHB82419 Xenopus laevis MGC83272 protein
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NP_593727 Schizosaccharomyces pombe 972h- Q10316 Schizosaccharomyces pombe CAA93687 hypothetical protein SPAC17G8.04c/ARPC5_SCHPO ARP2/3 complex 16 kDa subunit (p16-ARC)/SPAC17G8.04c

r—XP_758535 Ustilago maydis 521 EAK83426 hypothetical protein UM02388.1/hypothetical protein UM02388.1

L Smo_CROOKED915147048_1
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XP_566724 Cryptococcus neoformans var. neoformans JEC21 EAL23645 Cryptococcus neoformans var. neoformans B-3501A AAW40905 Cryptococcus neoformans var. neoformans JEC21 arp2/3 complex 16 kda subunit (p16-arc) /hypothetical protein CNBA2920 /arp2/3
XP_364650 Magnaporthe grisea 70-15 hypothetical protein MG09495.4

NP_984035 Eremothecium gossypii AAS51859 Ashbya gossypii ATCC 10895 ADL061Wp/ADL061Wp

100

XP_460934 Debaryomyces hansenii CBS767 CAG89288 hypothetical protein DEHAOF14245g/unnamed protein product
Ppa_CROOKED_1_1

0.100

6 Smo_CROOKED_2_2 Smo_CROOKED_1_1

5
—%ABA%ZSQ Oryza sativa (japonica cultivar-group) ABA94290 hypothetical protein LOC_Os11g35360/hypothetical protein LOC_Os11g35360
AT4G01710 = NP_567216 CAB77741 AAK97662 AAN28745 CRK (CROOKED)/putative actin polymerization factor /AT49g01710/T15B16_22 /At49g01710/T15B16_22



