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NP_895705 Prochlorococcus marinus str. MIT 9313 CAE22054 Retinal pigment epithelial membrane protein/Retinal pigment epithelial membrane protein
YP_376266 sp. CC9902 and related enzy, genase and related enzy
NP_896322 Synechococcus sp. WH 8102 CAE06742 similar to li Ipha,bet: and relaled imil (0 i Ipha,beta-di and related enzymes
YP_380552 Synechococcus sp. CC9605 ABB33997 i il Ipha,beta-di and rela(ed 3% i ilbene-alpha,bet: and related Y lik
ZP_01078908 Synechococcus sp. RS9917 EAQ70033 li Ipha,beta-dioxygenase-like ostilbene-alpha, bet: like protein
ZP_01123573 Synechococcus sp. WH 7805 EAR19257 lig lpha,bet: and related yme-lik in/li i lpha,beta-dit and related enzyme-like protein
YP_292837 marinus str. NATL2A AAZ59134 i Ipha, beta-di i i
NP_892399 Prochlorococcus marinus subsp. pastoris str. CCMP1986 CAE18739 Retinal pigment epithelial membrane protein/Retinal pigment epithelial membrane protein
YP_396779 Prochlorococcus marinus str. MIT 9312 ABB49343 retinal pigment epithelial membrane protein/retinal pigment epithelial membrane protein
P_00673332 Tri jum erythraeum IMS101 EAO27722 Retinal pigment epithelial membrane protein/Retinal pigment epithelial membrane protein
ZP_00112423 Nostoc punctiforme PCC 73102 COG3670: ngnostllbene -alpha,beta-dioxygenase and related enzymes
NP_488324 Nostoc sp. PCC 7120 BAB75983 i Ipha, b Ipha,beta-di
YP_321755 Anabaena variabilis ATCC 29413 ABA20860 Retinal pigment epithelial membrane protein/Retinal pigment epithelial membrane pro(e\n
P_399215 PCC 7942 YP_172025 Synechococcus elongatus PCC 6301 BAD79505

'_AT3624220 NP_189064 BAB01363 is-ep

I_:ppa,w\xuj
BAD31592 Oryza sativa (japonica cultivar-group) AAW21320 putative viviparous-14 proteit iS-ep 0id dioxygenase 4
P_958452 Neurospora crassa N150 XP_331998 Neurospora crassa EAA29216 hypothetical protein/hypothetical protein /hypothetical protein

{ P_659308 Aspergillus nidulans FGSC A4 EAA64824 hypothetical protein AN1704.2/hypothetical protein AN1704.2
I_|_BAEI>924/ Aspergillus oryzae unnamed protein product
P_797602 PREDICTED: similar to beta-carotene 15, 15-dioxygenase 2
P_796532 PREDICTED: similar to beta-carotene 15,15-monooxygenase
m P_317319 Anop gambiae str. PEST XP_555324 EAA12399 EAL39641 ENSANGP00000006854/ENSANGP00000027012 /ENSANGP00000006854 /ENSANGP00000027012
l—CAE71 509 Caenorhabditis briggsae Hypothetical protein CBG18441
NP_496729 C: is elegans CAB60367 Y46G5A.24/Hypothetical protein Y46G5A.24

—| |—|_NP,494654 Caenorhabditis elegans F88115 AAC67462 F53C3.12/F88115 protein F53C3.12 /Hypothetical protein F53C3.12
BAE73258 Ciona intestinalis RPE65 homolog

NP_957045 Danio rerio AAH59559 AAV65107 retinal pigment epithelium abundant protein RPE65/Retinal pigment epithelium abundant protein RPEE5 /retinal pigment epithelium 65a
CAF98473 Tetraodon nigroviridis unnamed protein product
NP_001025146 Danio rerio AAV65108 retinal pigment epithelium inal pigment epithelium 65b
CAG03680 Tetraodon nigroviridis unnamed protein product
AAH81228 Xenopus laevis MGC85437 protein
»AAH43751 Xenopus laevis Rpe65-prov protein
NP_001003176 Canis familiaris Q9TVB8 CAA76290 retinal pigment epithelium-specific protein 65kDa/RPE65_CANFA Retinal pigment epithelium-specific 65 kDa protein /retinal pigment epithelium abundant protein RPE65
AAC72356 Canis familiaris retinal pigment epithelium-specific protein RPE65
NP_776878 Bos taurus Q28175 CAA46988 AAC37306 retinal pigment epithelium-specific protein (65kD)/RPE65_BOVIN Retinal pigment epithelium-specific 65 kDa protein (Membrane receptor p63)/membrane receptor p63 /retinal pigment epithelium-specific 65kD pr
INP_000320 Homo sapiens Q9XT71 Cercopithecus aethiops Q16518 Homo sapiens AAA99012 AAC14586 AAC39660 AAD42042 Cercopithecus aethiops AAH75036 Homo sapiens AAH75035 CAI18957 BAE87986 Macaca fascicularis retinal pigment epithelium-specific pro
NP_084263 Mus musculus Q91ZQ5 AALO1119 retinal pigment epithelium 65/RPE65_MOUSE Retinal pigment epithelium-specific 65 kDa protein/RPE65
NP_446014 Rattus norvegicus 070276 AAC40059 retinal pigment epithelium 65/RPE65_RAT Retinal pigment epithelium-specific 65 kDa \al pigment epitf -specific protein
NP_990215 Gallus gallus Q9YGX2 BAA75667 retinal pigment epithelium-specific protein 65kDa/RPE65_CHICK Retinal pigment epithelium-specific 65 kDa protein /RPE65
BAXNS Cynops pyrrhogaster BAC41351 RPE65_CYNPY Retinal pigment epithelit pecific 65 kDa protein/retinal pigment epithelium abundant protein
QIYI25 Ambystoma tigrinum AAD12758 RPE65_AMBTI Retinal pigment epithelium-specific 65 kDa protein/RPE65 protein; retinal pigment epithelium 65-protein

BAE73257 Ciona beta-carotene-15,15-monooxygenase
NP_956902 Danio rerio AAH56789 hypothetical protein LOC393580/Hypothetical protein MGC63614
CAF95764 Tetraodon nigroviridis unnamed protein product
NP_571873 Danio rerio CAC37566 AAH49331 beta-carotene 15,15'-monooxygenase 1/putative b,b-carotene-15,15' gt
AF92469 Tetraodon nigroviridis unnamed protein product
BAA91776 Homo sapiens unnamed protein product
INP_059125 Homo sapiens Q9HAY6 AAG 15380 beta-carotene 15, 15 -monooxygenase 1/BCDO1_HUMAN Beta,bet: tene 15,15'-mor g B
NP_001019730 Bos taurus AAY25023 bet t 15 1ase 1/bet: t 15,15"-oxygena:
XP_546815 Canis familiaris PREDICTED: similar to Beta.beta carotene 15,15-monooxygenase (Beta-carotene dioxygenase 1)
AAG 15381 Mus musculus beta, beta-carotene 15,15-dioxygenase
INP_067461 Mus musculus Q9JJS6 AAG33982 CAB92531 AAM76677 beta-carotene 15,15'-monooxygenase/BCDO1_MOUSE Beta,beta-carotene 15,15'-monoo: (Bet tene dioxygenase 1) /beta-carotene 15,15'-dioxygenase /beta,beta-carotene 15,15"-dioxygenase /be
NP_446100 Rattus norvegicus Q91XT5 BAB60807 beta-carotene 15, 15-dioxygenase/BCDO1_RAT Beta,bet: tene 15,15'-mono it tene dioxygenase 1) /beta-carotene 15,15'-dioxygenase
b X P 414163 Gallus gallus Q91993 CAB90825 PREDICTED: beta-carotene 15,15"-dioxygenase/BCDO1_CHICK Beta,beta-carotene 15,15'-mor (Bet: tene g 1)/bet: otene 15,15 g
pr—P_571874 Danio rerio CAC37567 bet: tene 15, 15- genase 2/putative b,b- t 9',10"
NP_001006739 Xenopus tropicalis AAH75500 beta-carotene dioxygenase 2/Beta-carotene dioxygenase 2
XP_236220 Rattus norvegicus PREDICTED: similar to b,b-carotene-9,10-dioxygenase
NP_573480 Mus musculus Q99NF1 CAC28026 AAI07007 AAI07008 beta-carotene 9', 10'-dioxygenase 2/BCDO2_MOUSE Beta,beta-carotene 9',10'-dioxygenase (Beta-carotene 2) (B-diox-Il) /b,b- t 10" Bet: tene 9', 10'-dioxygena
AAS20392 Mustela putorius furo carotene-9',10'-monooxygenase
XP_536572 Canis familiaris PREDICTED: similar to Beta,beta-carotene 9,10-dioxygenase (Beta-carotene dioxygenase 2) (B-diox-Il)
8HXG8 Macaca fascicularis BAC41782 BCDO2_MACFA Beta,beta-carotene 9',10*-dioxygenase (Beta-carotene dioxygenase 2) (B-diox-ll)/hypothetical protein
CAH89641 Pongo pygmaeus hypothetical protein
CAC27994 Homo sapiens putative b,b-carotene-9',10'-dioxygenase
INP_114144 Homo sapiens NP_001032367 Q9BYV7 AAKE9433 bet: 1t 2 isoform
XP_417929 Gallus gallus PREDICTED: similar to carotene-9,10-monooxygenase
YP_444280 Salinil ruber DSM 13855 ABC44374 15,15' beta carotene dioxygenase/15,15' beta carotene dioxygenase
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Ppa_MAX4_3_1
NP_918460 Oryza sativa (japonica cultivar-group) BAB63485 BAB64685 putative retinal pigment epithelium 65 protein/retinal pigment epithelium 65-like /Beta,bet: te 9',10" Bet: t i 2) (B-diox-I)-like

NP_916076 Oryza sativa (japonica cultivar-group) BAC05598 OSJNBa0014K08.26/putative dioxygenase

AAW59435 Petunia x hybrida decreased apical dominance protein

AAW33596 Petunia x hybrida Dad1/CCD8

S66906 Pisum sativum AASE6907 dioxyg RAMOSUS1/dioxyg RAMOSUS1

»AT4G32810 = NP_195007 AAL66961 AAM91666 CCD8 (CAROTENOID CLEAVAGE DIOXYGENASE 8)/unknown protein /unknown protein

Ipha. bet:

Ioha beta-di i i Ipha beta-di /
! p!

PCC 7942 Bet: t 15,15"

/Bet: tene 15,15" genase 1

t: tene dioxygenase 1)/beta, beta-carotene 15,15'- dioxygenase

bet 1 2 isoform b /BCDO2_HUMAN Beta, bet tene 9',10° (Bet tene dioxygenase 2) (B-diox-ll)/putative carotene dioxygenase

10.000



