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100 99 —AT3G04030 = NP_974216 unknown protein
L_AT5G18240 = NP_974799 NP_974798 NP_197325 BAB09482 AAO30084 MYR1/MYR1 /MYR1; transcription factor /transfactor-like protein /transfactor-like protein
XP_550313 Oryza sativa (japonica cultivar-group) BAD67813 unknown protein/unknown protein
26 BAD37322 Oryza sativa (japonica cultivar-group) BAD37619 putative response regulator 9/putative response regulator 9
I 2534 _Cre
2154 _Cre
—ATSG44190 = NP_199232 BAB10986 AAK16744 AAK20121 AAK91403 BAB78467 AAM70528 GLK2 (GOLDEN2-LIKE 2); DNA binding/transcription factor /Junnamed protein product /golden2-like transcription factor /golden2-like protein 2 /AT5g44190/MLN1_11 /GPRI2 /AT5g44
26 AAG32325 Zea mays AAK50391 putative transcription factor Golden2/putative transcription factor GOLDEN 2
57 NP_913586 Oryza sativa (japonica cultivar-group) AAK50394 Oryza sativa (indica cultivar-group) BAD81484 Oryza sativa (japonica cultivar-group) OSJNBa0086P08.18/putative transcription factor OsGLK2 /putative transcription factor OsGLK2
93 20 73 AAK50393 Oryza sativa (indica cultivar-group) BAD62070 Oryza sativa (japonica cultivar-group) BAD62071 putative transcription factor OsGLK1/putative golden2-like transcription factor /putative golden2-like transcription factor
L—AAK50392 Zea mays AAX89130 putative transcription factor ZmGLK1/golden2-like transcription factor
5 Smo_PCL1_14_1
— Ppa_PCL1_4_1 AAV54521 Physcomitrella patens golden 2-like protein 2
3 Ppa_PCL1_3_1 AAV54520 Physcomitrella patens golden 2-like protein 1
56 AT2G20570 = NP_565476 AAK16743 AAK20120 AAK96791 BAB78466 AAM10047 AAD21709 AAM15392 GPRI1 (GOLDEN2-LIKE 1); transcription factor/golden2-like transcription factor /golden2-like protein 1 /Unknown protein /GPRI1 /lunknown protein /expressed protein /
AT4G18020 = NP_567548 NP_849403 NP_849404 Q6LA43 CAA17145 CAB78804 BAA94548 AAK60316 AAN28902 APRR2 (PSEUDO-RESPONSE REGULATOR 2); transcription factor/APRR2 (PSEUDO-RESPONSE REGULATOR 2); transcription factor /APRR2 (PSEUDO-RESPONSE REGULATOR 2); t
100 NP_921877 Oryza sativa (japonica cultivar-group) AAN05536 BAC77078 BAC77080 Oryza sativa (indica cultivar-group) BAC77081 Oryza glaberrima AAP54164 Oryza sativa (japonica cultivar-group) putative response regulator protein/putative response reg
39 L—BAC77079 Oryza sativa (japonica cultivar-group) B-type response regulator
100 ,—AT5G07210 NP_196338 QILYP5 CAB87277 ARR21 (ARABIDOPSIS RESPONSE REGULATOR 21); transcription factor/two-component response regulator /ARR21_ARATH Putative two-component response regulator ARR21/putative protein
AT2G27070 = NP_180275 Q9ZVD3 AAC77865 ARR13 (ARABIDOPSIS RESPONSE REGULATOR 13); transcription factor/two-component response regulator /ARR13_ARATH Putative two-component response regulator ARR13/putative two-component response regulator protein
AT5G58080 = NP_200616 Q9FGT7 BAB10999 ARR18 (ARABIDOPSIS RESPONSE REGULATOR 18); transcription factor/two-component response regulator /ARR18_ARATH Two-component response regulator ARR18/unnamed protein product
—XP 507543 Oryza sativa (japonica cultivar-group) XP_507028 XP_468266 BAD19083 BAD19284 BAD72541 PREDICTED OJ1695_H09.29 gene product/PREDICTED OJ1695_H09.29 gene product /putative response regulator 9 /putative response regulator 9 /putative response
21 XP_464340 Oryza sativa (japonica cultivar-group) BAD25144 putative response regulator 9/putative response regulator 9
6 [13] [ BAB55874 Zea mays response regulator 9
L|—AT2G25180 NP_180090 P62598 C84645 ARR12 (ARABIDOPSIS RESPONSE REGULATOR 12); transcription factor/two-component response regulator /ARR12_ARATH Two-component response regulator ARR12/C84645 hypothetical protein At2g25180
50 AT4G31920 = NP_194920 049397 1IRZ CAA16597 CAA06432 CAB79910 AA024590 ARR10 (ARABIDOPSIS RESPONSE REGULATOR 10); transcription factor/two-component response regulator /ARR10_ARATH Two-component response regulator ARR10 (Receiver-like protein 4) /A C
Smo_PCL1_3_1
1:_|—Smo PCL1_26_1
95 L—Ppa_PCL1_7_1
Ppa_PCL1_11_1
BAD82798 Oryza sativa (japonica cultivar-group) putative response regulator 11
AT1G67710 = NP_176938 Q9FXD6 CAA06431 BAA94549 AAG28891 AAP68207 ARR11 (RESPONSE REGULATOR 11); transcription factor/two-component response regulator /ARR11_ARATH Two-component response regulator ARR11 (Receiver-like protein 3)/receiver-like protein
70—AT3G16857 = NP_566561 NP_850600 Q940D0 BAA74528 AAL06987 BAD44252 ARR1 (ARABIDOPSIS RESPONSE REGULATOR 1); transcription factor/two-component response regulator /ARR1 (ARABIDOPSIS RESPONSE REGULATOR 1); transcription factor/two-component response re
[ 12 Q9ZWJ9 Arabidopsis thaliana BAA74527 BAD43141 BAD43500 BAD43722 BAD44377 ARR2_ARATH Two-component response regulator ARR2 (Receiver-like protein 5)/ARR2 protein /hypothetical protein /hypothetical protein /hypothetical protein /hypothetical protein
1 AQ10678 Catharanthus roseus type-B response regulator
NP_912485 Oryza sativa (japonica cultivar-group) BAB41137 Zea mays BAB68269 AAN52739 Oryza sativa (japonica cultivar-group) Putative response regulator 10/response regulator 8 /response regulator 10 /Putative response regulator 10
Smo_PCL1_25_1 Smo_PCL1_10_1
20 AT2G01760 = NP_178285 Q8L9Y3 AAD12696 AAM20577 AAM65694 AAM91287 ARR14 (ARABIDOPSIS RESPONSE REGULATOR 14); transcription factor/two-component response regulator /ARR14_ARATH Two-component response regulator ARR14/putative two-component response reg

75Ppa_PCL1_8_1
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Smo_PCL1_2_1 Smo_PCL1_13_1
58 Smo_PCL1_35_1
_|_—22967Cre
NP_915466 Oryza sativa (japonica cultivar-group) P0446B05.6
28 3870_Cre
39 Ppa_PCL1_2_1Ppa_PCL1_10_1
Ppa_PCL1_1_1 0Os05g0412000

AT3G10760 = NP_187687 NP_196128 AAF19573 BAB11531 AAM13187 AAM61358 AAP13397 AAT85262 Oryza sativa(japonica cultivar-group) AAT94024 DNA binding/transcription factor /DNA binding /transcription factor /Junknown protein /unnamed protein product /un
AT2G40970 = NP_181630 AAB86457 AAL62373 AAM14927 AAN15417 DNA binding/transcription factor /Junknown protein /unknown protein /unknown protein /Junknown protein

Smo_PCL1_1_1 Smo_PCL1_27_1

NP_914349 Oryza sativa (japonica cultivar-group) BAB63676 AAS90600 BAE16279 P0518C01.13/induced protein Mgl1 /induced protein Mgl1 /putative transcription factor

50~BAE16282 Solanum tuberosum StPCL1

AAS21003 Hyacinthus orientalis cytokinin response regulator 1 protein
T3G46640 = NP_190248 NP_001030823 NP_200765 CAB62334 BAA97491 AAM65635 BAC42018 AAP21233 BAE16277 BAE16278 BAE16280 Nicotiana benthamiana BAE16285 Sorghum bicolor LUX; DNA binding/transcription factor /LUX; DNA binding /DNA binding /transcripti PCL1 (LU X)



