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—AAL77060 Cucumis melo putative acyltransferase
L——CAA94432 Cucumis melo unknown
AAT68601 Petunia x hybrida AAU06226 benzoyl coenzyme A: benzyl alcohol benzoyl transferase/benzoyl-CoA:benzyl alcohol/phenylethanol benzoyltransferase; BPBT
_|:AAW51 125 Cucumis melo putative alcohol acyl-transferases

NP_922209 Oryza sativa (japonica cultivar-group) AAG13627 ABB47848 putative hypersensitivity-related (hsr)protein/putative hypersensitivity-related (hsr)protein /hypersensitivity-related protein, putative
I AAW22989 Vitis labrusca anthraniloyal-CoA: methanol anthraniloyal transferase

NP_911719 Oryza sativa (japonica cultivar-group) BAC22537 putative benzoyl coenzyme A/putative benzoyl coenzyme A

| AT1G27620 = NP_174083 AAD45999 AAF24940 AAT71925 AAU94422 transferase/Similar to gb|Z84571 anthranilate N-hydroxycinnamoyl/benzoyltransferase from Dianthus caryophyllus. /T22C5.6 /At1927620 /At1927620
AT1G03390 = NP_171838 AAF86541 AAY78602 transferase/F21B7.2 /transferase family protein
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ABA93921 Oryza sativa (japonica cultivar-group) N-hydroxycinnamoyl/benzoyltransferase-like protein

AT5G41040 = NP_568587 NP_851111 BAB09706 AAK59460 AAL34170 transferase/transferase /N-hydroxycinnamoyl/benzoyltransferase-like protein /putative N-hydroxycinnamoyl/benzoyltransferase /putative N-hydroxycinnamoyl/benzoyltransferase
AT5G63560 = NP_201161 BAB10449 AAK59610 AAM62785 AAN13119 transferase/acyltransferase-like protein /putative acyltransferase /acyltransferase-like protein /putative acyltransferase

—:AT3G48720 = NP_190441 CAB62361 AAQ62868 BAD43042 transferase/putative protein /At3g48720 /unknown protein

| XP_463664 Oryza sativa (japonica cultivar-group) BAD88037 N-hydroxycinnamoyl/benzoyltransferase-like protein /putative hydroxyanthranilate hydroxycinnamoyltransferase

AAC27152 Arabidopsis thaliana Similar to gb|Z84386 anthranilate N-hydroxycinnamoyl/benzoyltransferase from Dianthus caryophyllus.
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AT2G19070 = NP_179497 AAD12025 AA022784 AAO42450 unknown protein/putative anthranilate N-hydroxycinnamoyl/benzoyltransferase /putative anthranilate N-hydroxycinnamoyl/benzoyltransferase /putative anthranilate N-hydroxycinnamoyl/benzoyltransferase
XP_469315 Oryza sativa (japonica cultivar-group) AAP68378 putative hydroxycinnamoyl transferase/putative hydroxycinnamoyl transferase

_l ——XP_450191 Oryza sativa (japonica cultivar-group) BAC79155 putative anthranilate N-benzoyltransferase/putative anthranilate N-benzoyltransferase

L——XP_450190 Oryza sativa (japonica cultivar-group) BAC79154 putative anthranilate N-benzoyltransferase/putative anthranilate N-benzoyltransferase

XP_474243 Oryza sativa (japonica cultivar-group) CAE03578 OSJNBa0087024.1/0SJNBa0087024.1

—| EAAO73072 Triticum aestivum putative agmatine coumaroyltransferase
AAO73071 Hordeum vulgare agmatine coumaroyltransferase

L XP_474244 Oryza sativa (japonica cultivar-group) CAE03579 OSJNBa0087024.2/0SJNBa0087024.2
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L-Smo_HCT 2 1
I XP_480599 Oryza sativa (japonica cultivar-group) BAD05328 putative hydroxyanthranilate hydroxycinnamoyltransferase 2/putative hydroxyanthranilate hydroxycinnamoyltransferase 2
|_|—AAX961 91 Oryza sativa (japonica cultivar-group) ABA91800 Transferase family/Transferase family

XP_507314 Oryza sativa (japonica cultivar-group) XP_483604 BAD08989 BAD09721 PREDICTED OJ1521_G02.31 gene product/putative hydroxyanthranilate hydroxycinnamoyltransferase 2 /putative hydroxyanthranilate hydroxycinnamoyltransferase 2 /putative hydroxy
BAD33641 Oryza sativa (japonica cultivar-group) putative hydroxycinnamoyl transferase

| BAD72437 Oryza sativa (japonica cultivar-group) BAD72530 putative hydroxycinnamoyl transferase/putative hydroxycinnamoyl transferase

BAD72525 Oryza sativa (japonica cultivar-group) putative hydroxycinnamoyl CoA quinate transferase
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I ABD28423 Medicago truncatula Transferase

1 L—ABD28422 Medicago truncatula Transferase
ABD28417 Medicago truncatula Transferase

r023918 Dianthus caryophyllus CAB06538 HCBT3_DIACA Anthranilate N-benzoyltransferase protein 3 (Anthranilate N-hydroxycinnamoyl/benzoyltransferase 3)/anthranilate N-hydroxycinnamoyl/benzoyltransferase

024645 Dianthus caryophyllus CAB06427 CAB06429 HCBT1_DIACA Anthranilate N-benzoyltransferase protein 1 (Anthranilate N-hydroxycinnamoyl/benzoyltransferase 1)/anthranilate N-hydroxycinnamoyl/benzoyltransferase /anthranilate N-hydroxycinnamoyl/benzoyltr
023917 Dianthus caryophyllus CAB06430 CAB11466 HCBT2_DIACA Anthranilate N-benzoyltransferase protein 2 (Anthranilate N-hydroxycinnamoyl/benzoyltransferase 2)/anthranilate N-hydroxycinnamoyl/benzoyltransferase /anthranilate N-hydroxycinnamoyl/benzoyltr

——Ppa_HCT 4.1

I_[[CABO6428 Dianthus caryophyllus anthranilate N-hydroxycinnamoyl/benzoyltransferase

Smo_HCT_1_1
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ABA46756 Solanum tuberosum hydroxycinnamoyl-CoA quinate-like protein
_'__@546933 Lycopersicon esculentum hydroxycinnamoyl CoA quinate transferase
CAE46932 Nicotiana tabacum hydroxycinnamoyl CoA quinate transferase
L——BAA87043 Ipomoea batatas N-hydroxycinnamoyl/benzoyltransferase

AT5G57840 = NP_200592 BAB08854 AAK95303 AAN31075 unknown protein/N-hydroxycinnamoyl/benzoyltransferase /AT5957840/MTI20_9 /At59g57840/MTI20_9
BAC78634 Avena sativa hydroxyanthranilate hydroxycinnamoyltransferase 2
_IEAC78633 Avena sativa hydroxyanthranilate hydroxycinnamoyltransferase 1
BAC78635 Avena sativa hydroxyanthranilate hydroxycinnamoyltransferase 3

XP_466682 Oryza sativa (japonica cultivar-group) XP_506864 BAD19683 putative hydroxyanthranilate hydroxycinnamoyltransferase 3/PREDICTED OJ1004_A05.15 gene product /putative hydroxyanthranilate hydroxycinnamoyltransferase 3
XP_473058 Oryza sativa (japonica cultivar-group) CAE01635 OSJNBa0029H02.14/0SJNBa0029H02.19

CADA47830 Nicotiana tabacum hydroxycinnamoyl transferase
_|__|:BAE48668 Prunus mume Alcohol acyl-transferase
AT5G48930 = NP_199704 BAB10316 AAM61215 transferase/anthranilate N-benzoyltransferase /anthranilate N-benzoyltransferase
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