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XP_780719 Strongylocentrotus purpuratus PREDICTED: similar to constitutive photomorphogenic protein 1
NP_001016199 Xenopus tropicalis CAJ82063 ring finger and WD repeat domain 2/ring finger and WD repeat domain 2
NP_001001740 Homo sapiens NP_071902 Q8NHY2 BAB15239 AAM34692 DAA01050 AAQ08989 AAS82851 CAH73623 CAH73624 CAH73625 CAH72422 CAH72423 CAH72425 CAH71138 CAH71139 CAH71140 CAI14641 CAI14642 CAI14643 AAH94728 ring finger and WD repeat domain 2 isoform d2
XP_537181 Canis familiaris NP_001020297 Rattus norvegicus XP_892092 Mus musculus XP_912291 XP_902290 NP_036061 XP_902280 Q9R1A8 AAD51094 AAH82804 AAH91284 Rattus norvegicus PREDICTED: similar to constitutive photomorphogenic protein 1/similar t88
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XP_396189 Apis mellifera PREDICTED: similar to constitutive photomorphogenic protein
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XP_468010 Oryza sativa (japonica cultivar-group) XP_506997 XP_468011 BAA94422 AAK49415 Oryza sativa (indica cultivar-group) AAL14875 Oryza sativa BAD16846 Oryza sativa (japonica cultivar-group) BAD16847 COP1, constitutive photomorphogenesis 1/P
AAK81856 Rosa hybrid cultivar photoregulatory zinc-finger protein COP1
P93471 Pisum sativum CAA70768 CAB94800 CAB94801 COP1_PEA Ubiquitin ligase protein COP1 (Constitutive photomorphogenesis protein 1)/Cop1 protein /COP1 regulatory protein /COP1 regulatory protein

CAB89693 Pisum sativum CAB89694 constitutively photomorphogenic 1 protein/constitutively photomorphogenic 1 protein100
AT2G32950 = NP_180854 P43254 AAB91983 COP1 (CONSTITUTIVE PHOTOMORPHOGENIC 1)/COP1_ARATH Ubiquitin-protein ligase COP1 (Constitutive photomorphogenesis protein 1)/COP1 regulatory protein41
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AAC98912 Lycopersicon esculentum COP1 homolog
AAG31173 Ipomoea nil COP199
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AT2G46340 = NP_182157 AAD30124 SPA1 (SUPPRESSOR OF PHYA-105 1); signal transducer/phytochrome A supressor spa1
AAU44090 Oryza sativa (japonica cultivar-group) unknown protein83
AT4G11110 = NP_192849 SPA2 (SPA1-RELATED 2); ATP binding/protein kinase/signal transducer100

Ppa_SPA1_10_1
Ppa_SPA1_6_1100

Smo_SPA1_1_1100

94

NP_916724 Oryza sativa (japonica cultivar-group) P0042A10.6
AT3G15354 = NP_683567 SPA3 (SPA1-RELATED 3); ATP binding/protein kinase/protein serine/threonine kinase/signal transducer
AT1G53090 = NP_175717 NP_849802 AAK64180 AAM91817 SPA4 (SPA1-RELATED 4); ATP binding/protein kinase/protein serine/threonine kinase/signal transducer /SPA4 (SPA1-RELATED 4); ATP binding /protein kinase/protein serine/threonine kinase/signal transduc100
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XP_463866 Oryza sativa (japonica cultivar-group) BAD07933 BAD07708 putative COP1/putative COP1 /putative COP1
AT5G52250 = NP_200038 BAA97468 AAO24582 nucleotide binding/unnamed protein product /At5g52250

AT5G23730 = NP_568435 BAB10046 nucleotide binding/unnamed protein product100
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