
EAR90105 Tetrahymena thermophila SB210 PHD-finger family protein
XP_965052 Neurospora crassa N150 XP_327791 Neurospora crassa EAA35816 hypothetical protein/predicted protein /predicted protein

AT4G39100 = NP_568053 CAB38830 CAB80573 AAG21353 AAK93611 AAL85127 SHL1 (SHORT LIFE)/ES43 like protein /ES43 like protein /putative PHD finger transcription factor /putative ES43 protein /putative ES43 protein
AAM66132 Arabidopsis thaliana ES43 like protein

XP_450843 Oryza sativa (japonica cultivar-group) XP_506665 BAD26108 putative zinc-finger motif/PREDICTED OSJNBa0048A13.16 gene product /putative zinc-finger motif
XP_482453 Oryza sativa (japonica cultivar-group) BAC98658 receptor like protein/receptor like protein

ABB29929 Solanum tuberosum unknown
AT4G22140 = NP_001031695 NP_193945 CAA18117 CAB79169 AAN13058 BAD95354 DNA binding/protein binding /zinc ion binding /DNA binding /protein binding /zinc ion binding /receptor like protein (fragment) /receptor like protein (fragment) /putative recept

AT4G04260 = NP_192335 AAC28226 CAB77894 DNA binding/contains similarity to DNA (cytosine-5-)-methyltransferases /putative ES43-like protein
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XP_476919 Oryza sativa (japonica cultivar-group) BAC79935 BAD30193 putative ES43 protein/putative ES43 protein /putative ES43 protein
NP_909931 Oryza sativa (japonica cultivar-group) AAO37525 putative DNA-binding protein/putative DNA-binding protein

CAA54682 Hordeum vulgare ES43
14734_Cre

Smo_SHL1_14_1
Smo_SHL1_16_1

XP_932347 Homo sapiens XP_371084 AAH33222 PREDICTED: hypothetical protein LOC57597/PREDICTED: KIAA1447 protein /BAHCC1 protein
XP_340948 Rattus norvegicus NP_940815 Mus musculus AAH44873 AAH57623 AAH60615 AAH72602 BAE27797 BAE37691 PREDICTED: similar to Hypothetical protein B930044J06/hypothetical protein LOC268515 /Bahcc1 protein /Bahcc1 protein /Bahcc1 protein /Hypotheti

XP_347036 Rattus norvegicus XP_510309 Pan troglodytes CAD38779 Homo sapiens PREDICTED: similar to mKIAA0945 protein/PREDICTED: hypothetical protein XP_510309 /hypothetical protein
NP_001033855 Drosophila melanogaster NP_728309 NP_608360 AAF49026 AAF49024 AAO42667 ABC67193 CG32529-PD, isoform D/CG32529-PC, isoform C /CG32529-PA, isoform A /CG32529-PA, isoform A /CG32529-PC, isoform C /GH07949p /CG32529-PD, isoform D
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SHL1 (AT4G39100): global
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Assemble Job Id:zsOlCH
Tree job id: n5lMSn
BP values out of 100
Analyzed by thirai@nibb.ac.jp
Date: Sat May 27 13:13:03 JST 2006


