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AT4G25350 = NP_194265 AAR99486 unknown protein/PHO1-like protein
AT1G26730 = NP_173995 AAR99489 unknown protein/PHO1-like protein

AT1G35350 = NP_174768 AAR99490 unknown protein/PHO1-like protein100
95

AT2G03250 = NP_178424 AAR99488 unknown protein/PHO1-like protein
AT2G03240 = NP_178423 unknown protein

AT1G14040 = NP_172857 unknown protein23
40

AT2G03260 = NP_178425 unknown protein
94

70

AT3G29060 = NP_189549 BAB02948 unknown protein/unnamed protein product

34

AT1G69480 = NP_177107 AAR99492 unknown protein/PHO1-like protein
99
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47

BAD46522 Oryza sativa (japonica cultivar-group) putative xenotropic and polytropic murine retrovirus receptor
AT1G68740 = NP_564940 AAD49969 AAL09813 unknown protein/Contains similarity to gb|AF114753 polytropic murine leukamia virus receptor SYG1 from Mus musculus. EST gb|N96331 comes from this gene. /At1g68740/F24J5.8

XP_549873 Oryza sativa (japonica cultivar-group) BAD44936 BAD44869 putative PHO1-like protein/putative PHO1-like protein /putative PHO1-like protein54
98

XP_468327 Oryza sativa (japonica cultivar-group) BAD19144 BAD19259 putative phosphate transporter/putative phosphate transporter /putative phosphate transporter
AT3G23430 = NP_188985 Q8S403 AAM09652 PHO1 (PHOSPHATE 1)/PHO1_ARATH Putative phosphate transporter 1/PHO1 protein75
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XP_635615 Dictyostelium discoideum AX4 EAL62184 Dictyostelium discoideum hypothetical protein DDB0219571/hypothetical protein DDB0219571
XP_713614 Candida albicans SC5314 EAK94509 hypothetical protein CaO19.8389/hypothetical protein CaO19.8389
XP_713578 Candida albicans SC5314 EAK94473 hypothetical protein CaO19.768/hypothetical protein CaO19.768100

XP_505420 Yarrowia lipolytica CLIB122 CAG78229 hypothetical protein/unnamed protein product63

XP_323541 Neurospora crassa XP_961161 Neurospora crassa N150 CAD37042 Neurospora crassa EAA31925 hypothetical protein/hypothetical protein /related to SYG1 protein /hypothetical protein
XP_386315 Gibberella zeae PH-1 EAA73701 hypothetical protein FG06139.1/hypothetical protein FG06139.197

BAE63706 Aspergillus oryzae unnamed protein product100
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