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Ppa_CR88_6_1
10QAAL79732 Oryza sativa (japonica cultivar-group) BAD53585 BAD61715 heat shock protein 90/heat shock protein 90 /heat shock protein 90
100 BAA90487 Oryza sativa heat shock protein 90
100 8 P36183 Hordeum vulgare CAA48143 ENPL_HORVU Endoplasmin homolog precursor (GRP94 homolog)/GRP94 homologue
100 AAN34791 Xerophyta viscosa Grp94
P35016 Catharanthus roseus AAA16785 ENPL_CATRO Endoplasmin homolog precursor (GRP94 homolog)/heat shock protein 90
100 74 100 [BA886368 Arabidopsis thaliana SHEPHERD
T AT4G24190 = NP_974606 NP_194150 Q9STX5 CAB45054 CAB79329 AAK63999 BAB86369 AA042773 SHD (SHEPHERD); ATP binding/unfolded protein binding /SHD (SHEPHERD); ATP binding /unfolded protein binding /ENPL_ARATH Endoplasmin homolog precursor (GRP94 homolog)
Smo_CR88_8_1
920_Cre
4E§AA28629 Gallus gallus hsp 108
100 AAA48827 Gallus gallus 108K heat shock protein
AAK69350 Gallus gallus heat shock protein 108
NP_989620 Gallus gallus P08110 AAA48826 tumor rejection antigen (gp96) 1/ENPL_CHICK Endoplasmin precursor (Heat shock 108 kDa protein) (HSP108) (HSP 108) (Transferrin-binding protein) /heat shock protein 108
NP_001003327 Canis familiaris P41148 AAA17708 tumor rejection antigen (gp96) 1/ENPL_CANFA Endoplasmin precursor (94 kDa glucose-regulated protein) (GRP94) /GRP94
29092 Sus scrofa CAA53948 ENPL_PIG Endoplasmin precursor (94 kDa glucose-regulated protein) (GRP94) (GP96 homolog) (98 kDa protein kinase) (PPK 98) (ppk98)/Ppk 98; a protein kinase
100 P_999268 Sus scrofa CAA70347 tumor rejection antigen (gp96) 1/gp96/GRP94
CAA62352 Sus scrofa protein kinase
P_003290 Homo sapiens XP_509323 Pan troglodytes P14625 Homo sapiens CAA33261 AAQ02595 synthetic construct AAH66656 Homo sapiens CAl64497 BAEO1805 Macaca fascicularis tumor rejection antigen (gp96) 1/PREDICTED: tumor rejection antigen (gp96
57 CAH92659 Pongo pygmaeus hypothetical protein
AAK74072 Homo sapiens heat shock protein gp96 precursor
64 P_035761 Mus musculus P08113 AAA37573 AAH10445 AAH11439 BAE38494 BAE40874 BAE27505 BAE32087 BAE30378 BAE35526 BAE40758 tumor rejection antigen gp96/ENPL_MOUSE Endoplasmin precursor (Endoplasmic reticulum protein 99) (94 kDa glucose-regulated protein
BAE29874 Mus musculus unnamed protein product
XP_576206 Rattus norvegicus PREDICTED: tumor rejection antigen gp96 (predicted)
100 NP_777125 Bos taurus Q95M18 BAB69766 AAI04550 tumor rejection antigen (gp96) 1/ENPL_BOVIN Endoplasmin precursor (94 kDa glucose-regulated protein) (GRP94) /glucose-regulated protein GRP94 precursor /Tumor rejection antigen (gp96) 1
10 CAJ82870 Xenopus tropicalis tumor rejection antigen (gp96) 1
95 —AAHG60352 Xenopus laevis MGC68448 protein
100 AAO21339 Xenopus laevis heat shock protein gp96
100 100 XP_709378 Danio rerio NP_937853 AAP47138 AAH63951 PREDICTED: similar to chaperone protein GP96 isoform 3/tumor rejection antigen (gp96) 1 /chaperone protein GP96 /Tumor rejection antigen (gp96) 1
64 _|:CAG08708 Tetraodon nigroviridis unnamed protein product
82 AAO21340 Eptatretus stoutii heat shock protein gp96
NP_999808 Strongylocentrotus purpuratus AAO21341 heat shock protein gp96/heat shock protein gp96
100 100 rNP_502080 Caenorhabditis elegans CAA92973 TO5E11.3/Hypothetical protein TOSE11.3
L_CAE62006 Caenorhabditis briggsae Hypothetical protein CBG06014
100 ——AAW25122 Schistosoma japonicum SJICHGC06677 protein
L—AAF66929 Schistosoma mansoni endoplasmin
gnl|CMER|CMAO061C_heat_shock_protein_of_Hsp90_family
98 4315_Cre AAU10511 Chlamydomonas reinhardltii heat shock protein 90C
66 100 Ppa_CR88_14_1
[ | 100 r——Ppa_CR88_8_1
100 5 L_—Ppa_CR88_13_1
Smo_CR88_2_1
185 L|—AT3GO777O = NP_187434 AAF13098 AAF21187 ATP binding/unfolded protein binding /putative heat-shock protein /putative heat-shock protein
ABA99120 Oryza sativa (japonica cultivar-group) AC009176 putative heat-shock protein
82 100 XP_483065 Oryza sativa (japonica cultivar-group) BAD09415 putative heat-shock protein/putative heat-shock protein
100 CAAB82945 Segale c_ereale_ heat-shock protein
7] :
ok 100 CAAT2515Arabidopsisthatianeheat-shockproteim—Landsberg erecta
1 T2G04030 = NP_849932 NP_178487 AAD32922 AAK96633 AAL32008 AAN72245 CR88; ATP binding/unfolded protein binding /CR88; ATP binding /unfolded protein binding /putative heat shock protein /At2g04030/F3C11.14 /At2g04030/F3C11.14 /At2g04030/F3C11.14
gnl|CMER|CMQ224C_heat_shock_protein_of_Hsp90_family BAC67671 Cyanidioschyzon merolae strain 10D heat shock 90kD protein
AAW27659 Schistosoma japonicum SJCHGC00820 protein
100 061998 Brugia pahangi CAA06695 HSP90_BRUPA Heat shock protein 90/heat shock protein 90
L'lh)AA%G% Brugia pahangi heat shock protein 90
AAO14563 Heterodera glycines Hsp90
78002192 Drosophila auraria AAB58358 HSP83_DROAV Heat shock protein 83 (HSP 82)/heat shock protein 83
99ILNP_523899 Drosophila melanogaster P02828 CAA27435 AAF47734 AAM52592 Heat shock protein 83 CG1242-PA/HSP83_DROME Heat shock protein 83 (HSP 82)/hsp 82 /CG1242-PA /AT20544p
3D EAL30982 Drosophila pseudoobscura GA11622-PA
100 9 CAJ28987 Ceratitis capitata heat shock protein 83
100 L——CAI64494 Delia antiqua Hsp90 protein
100 100 {AAW49253 Liriomyza sativae heat shock protein 90
AAW49252 Liriomyza huidobrensis heat shock protein 90
r AABO05638 Anopheles albimanus AAB05639 heat shock protein 82/heat shock protein 82
6 100 BAB41209 Bombyx mori 90-kDa heat shock protein
AAG44630 Spodoptera frugiperda 90-kDa heat shock protein HSP83
97 BAD15163 Antheraea yamamai heat shock protein
b BAE44307 Chilo suppressalis heat shock protein 90
BAE48742 Plutella xylostella heat shock protein 90
100 AAZ17403 Bemisia tabaci 90 kDa heat shock protein
I-—AAZ17402 Bemisia tabaci 90 kDa heat shock protein
XP_392456 Apis mellifera XP_623939 PREDICTED: similar to heat shock protein 1, alpha/PREDICTED: similar to heat shock protein
XP_688963 Danio rerio XP_709210 CAI21044 PREDICTED: similar to heat shock protein 90-alpha isoform 1/PREDICTED: similar to Heat shock protein HSP 90-alpha (HSP 86) isoform 2 /novel protein similar to heat shock protein 90-alpha (hsp90a)
3 AAB49983 Oncorhynchus tshawytscha heat shock protein hsp90
100 P_571403 Danio rerio Q90474 AAC21567 heat shock protein 90-alpha/HS90A_BRARE Heat shock protein HSP 90-alpha /heat shock protein hsp90alpha
99CAI21043 Danio rerio heat shock protein 90-alpha
95! L AAH75757 Danio rerio Hsp90a protein
AAO52675 Astyanax mexicanus heat shock protein 90 alpha; heat shock protein 90a
92 NP_999138 Sus scrofa NP_001012688 Bos taurus 002705 Sus scrofa AAA63194 Homo sapiens AAC48718 Sus scrofa BAC82487 Bos taurus CAI64496 Homo sapiens BAE01934 Macaca fascicularis ABC40730 Homo sapiens 90-kDa heat shock protein/heat shock
P46633 Cricetulus griseus AAA36992 HS90A_CRIGR Heat shock protein HSP 90-alpha (HSP 86)/heat shock protein 90A
94 P11501 Gallus gallus CAA30251 HS90A_CHICK Heat shock protein HSP 90-alpha/unnamed protein product
P_786937 Rattus norvegicus CAC39453 CAD21648 AAH72489 AAHB85120 heat shock protein 1, alpha/heat shock protein 86 /heat shock protein 86 /Heat shock protein 1, alpha /Heat shock protein 1, alpha
P_034610 Mus musculus PO7901 AAA53068 BAB23449 AAH46614 AAH49124 AAH94024 BAE27553 BAE36287 BAE38969 BAE38976 BAE39066 BAE28042 BAE39262 BAE39308 BAE39319 BAE40472 BAE40484 heat shock protein 1, alpha/HS90A_MOUSE Heat shock protein HSP 90-alpha (HSP
14 ; BAE39243 Mus musculus unnamed protein product
(CAH92137 Pongo pygmaeus hypothetical protein
P_005339 Homo sapiens P07900 CAA33259 heat shock protein 90kDa alpha (cytosolic), class A member 1 isoform 2/HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) /unnamed protein product
14 0oGKkx7 Equus caballus BAB20777 HS90A_HORSE Heat shock protein HSP 90-alpha (HSP 86)/heat shock protein 90 alpha
96 | ['NP_001017963 Homo sapiens CAI64495 heat shock protein 90kDa alpha (cytosolic), class A member 1 isoform 1/Heat shock protein HSP 90-alpha 2
100 NP_001016282 Xenopus tropicalis heat shock 90kDa protein 1, alpha-like 3
AAH72998 Xenopus laevis MGC82579 protein
85~-AAQ95586 Dicentrarchus labrax HSP-90
AAO92751 Paralichthys olivaceus heat shock protein 90 beta
100]BAD90024 Oncorhynchus mykiss heat shock 90kDa protein 1 beta isoform b
8 AAD30275 Salmo salar heat shock protein hsp90 beta
BAD90023 Oncorhynchus mykiss heat shock 90kDa protein 1 beta isoform a
AH65359 Danio rerio Hsp90ab1 protein
100 O0Q-NP_571385 Danio rerio 057521 AAB96969 heat shock protein 90-beta/HS90B_BRARE Heat shock protein HSP 90-beta /heat shock protein 90-beta
AAC21566 Danio rerio heat shock protein hsp90beta
9gNP_001025655 Xenopus tropicalis AAH90610 hspcal3_predicted-prov protein/Hspcal3_predicted-prov protein
AAH77195 Xenopus laevis AAV41061 Hspcal3-prov protein/Hsp90beta
NP_996842 Gallus gallus Q04619 CAA49704 heat shock 90kDa protein 1, beta/HS90B_CHICK Heat shock cognate protein HSP 90-beta/heat shock protein 90 beta
NP_031381 Homo sapiens NP_032328 Mus musculus P08238 Homo sapiens Q9GKX8 Equus caballus AAA36026 Homo sapiens BAB20776 Equus caballus AAH04928 Homo sapiens AAH12807 AAH14485 AAH16753 AAQ04842 Mus musculus AAQ63401 Homo sapiens AAQ88393
BAC82488 Bos taurus 90-kDa heat shock protein beta
1307197A Homo sapiens AAA36025 1307197A heat shock protein 90kD/90kDa heat shock protein
AAHB82009 Rattus norvegicus Heat shock 90kDa protein 1, beta
AE27449 Mus musculus unnamed protein product
NP_001004082 Rattus norvegicus P34058 AAB23369 Rattus sp. heat shock 90kDa protein 1, beta/HS90B_RAT Heat shock protein HSP 90-beta (HSP 84)/heat shock protein 90; hsp90
s CAH92450 Pongo pygmaeus hypothetical protein
I AA37866 Mus musculus heat-shock protein hsp84
P11499 Mus musculus HS90B_MOUSE Heat shock protein HSP 90-beta (HSP 84) (Tumor-specific transplantation 84 kDa antigen) (TSTA)
CAB66478 Homo sapiens hypothetical protein
AAN76524 Cryptococcus bacillisporus heat-shock protein 90
100 AAN76525 Cryptococcus neoformans var. grubii heat-shock protein 90
XP_568451 Cryptococcus neoformans var. neoformans JEC21 EAL17445 Cryptococcus neoformans var. neoformans B-3501A AAW46934 Cryptococcus neoformans var. neoformans JEC21 chaperone/hypothetical protein CNBM1380 /chaperone, putative
XP_681538 Aspergillus nidulans FGSC A4 EAA59007 heat shock protein 90/HS90_PODAN HEAT SHOCK PROTEIN 90 HOMOLOG (SUPPRESSOR OF VEGETATIVE INCOMPATIBILITY MOD-E)
7 BAE61634 Asperqillus oryzae unnamed protein product
90 XP_747926 Aspergillus fumigatus Af293 P40292 Aspergillus fumigatus EAL85888 Aspergillus fumigatus Af293 molecular chaperone HSP90/HSP90_ASPFU Heat shock protein 90 (Heat shock protein hsp1) (65 kDa IgE-binding protein) (Allergen Asp f 12) /molecu
3 AAX33296 Paracoccidioides brasiliensis heat shock protein 90
100 043109 Podospora anserina AAB97626 HSP90_PODAN Heat shock protein 90 homolog (Suppressor of vegetative incompatibility MOD-E)/MOD-E
L———ABD49718 Metarhizium anisopliae heat shock protein 90
L—XP_323482 Neurospora crassa XP_961298 Neurospora crassa N150 CAC28765 Neurospora crassa EAA32062 hypothetical protein ( (AL513463) heat shock protein 80/hypothetical protein ( (AL513463) heat shock protein 80 /heat shock protein 80 /hypothetical
100 100 NP_594365 Schizosaccharomyces pombe 972h- P41887 Schizosaccharomyces pombe CAB54152 hypothetical protein SPAC926.04c/HSP90_SCHPO Heat shock protein 90 homolog/swo1
L—AAC41646 Schizosaccharomyces pombe heat shock protein 90
47 7 XP_720840 Candida albicans SC5314 XP_888823 XP_721353 P46598 Candida albicans CAA56931 EAL02017 Candida albicans SC5314 EAL02551 BAE44720 Candida albicans hypothetical protein CaO19_13868/hypothetical protein Cad7.0234 /hypothetical protein CaO
— 6 XP_458918 Debaryomyces hansenii CBS767 CAG87072 hypothetical protein DEHAOD11352g/unnamed protein product
100 NP_985402 Eremothecium gossypii Q8J2M3 AAN61917 AAS53226 Ashbya gossypii ATCC 10895 AFL148Cp/HSP82_ASHGO Heat shock protein HSP82 /heat shock protein /AFL148Cp
100 XP_448795 Candida glabrata CBS 138 CAG61765 unnamed protein product/unnamed protein product
NP_013911 Saccharomyces cerevisiae P15108 CAA89919 Cytoplasmic chaperone of the Hsp90 family, redundant in function and nearly identical with Hsp82p, and together they are essential; expressed constitutively at 10-fold higher basal levels that HSP82
XP_501578 Yarrowia lipolytica CLIB122 CAG81881 hypothetical protein/unnamed protein product
AAM90674 Achlya ambisexualis AAM90675 heat shock protein Hsp90/heat shock protein Hsp90
5 XP_626924 Cryptosporidium parvum lowa Il XP_665730 Cryptosporidium hominis TU502 EAK89246 Cryptosporidium parvum EAL35500 Cryptosporidium hominis Hsp90/heat shock protein 83 /Hsp90, transcripts identified by EST /heat shock protein 83
B 196 AAP44977 Toxoplasma gondii AAQ24837 HSP90/heat shock protein 90
98 _| 100 [AAS17969 Eimeria acervulina heat shock protein 90
044001 Eimeria tenella AAB97088 HSP90_EIMTE Heat shock protein 90/heat shock protein 90
T 100 AAF61428 Babesia bovis heat shock protein 90
—|:XP7952473 Theileria annulata strain Ankara CAI74741 Theileria annulata heat shock protein 90/heat shock protein 90, putative
98 EARB89535 Tetrahymena thermophila SB210 Hsp90 protein
— 1 AAve7s7s Pseudourostyla cristata heat shock protein 90
P51819 Ipomoea nil 1909372A AAA33748 HSP83_IPONI Heat shock protein 83/1909372A heat shock protein 83/heat shock protein 83
AAQO08597 Hevea brasiliensis heat shock protein
XP_470993 Oryza sativa (japonica cultivar-group) CAE02770 CAD39419 OSJNBb0085F13.17/OSJNBb0085F13.17 /OSJNBa0027H06.1
9 100;A48426 Zea mays A48426 heat shock protein HSP82 - maize
Q08277 Zea mays AAB26482 HSP82_MAIZE Heat shock protein 82/heat shock protein HSP82
AT5G52640 = NP_200076 P27323 1908431A BAA00615 BAA98082 AAM91104 AAN46890 HSP81-1 (HEAT SHOCK PROTEIN 81-1); ATP binding/unfolded protein binding /HSP81_ARATH Heat shock protein 81-1 (HSP81-1) (Heat shock protein 83)/1908431A heat shock protein HSP8
10096 AT5G52640 AAA32822 Arabidopsis thaliana heat shock protein 83
% AT5G52640 1710352A Arabidopsis thaliana 1710352A heat shock protein 83
CAAG68885 Arabidopsis thaliana heat shock protein 90A —LandsbargfsE DEEF T,
Ppa_CR88_2 1
5p 100 Ppa_CR88_10_1
Ppa_CR88_17_1
Ppa_CR88_7_1
100 Smo_CR88_11_1
ofSmo_CR88_9_1
Smo_CR88_4 _1
10AAR12193 Nicotiana benthamiana molecular chaperone Hsp90-1
3FL AAS79798 Nicotiana tabacum heat shock protein 90
99 S8 _AAR12195 Lycopersicon esculentum molecular chaperone Hsp90-1
91LAAR12194 Nicotiana benthamiana molecular chaperone Hsp90-2
1909348A Lycopersicon esculentum P36181 AAB01376 AAR12196 1909348A heat shock protein hsp80/HSP80_LYCES Heat shock cognate protein 80 /heat shock cognate protein 80 /molecular chaperone Hsp90-2
ABB55365 Solanum tuberosum Hsp90-2-like
7B 7jAt5g56030AAN31859 Arabidopsis thaliana putative heat shock protein 81-2 (HSP81-2)
AT5G56030 = NP_200414 P55737 1908431B BAB09285 AAL32828 AAM91205 AAN71943 AAO00895 HSP81-2; ATP binding/unfolded protein binding /HSP82_ARATH Heat shock protein 81-2 (HSP81-2) /1908431B heat shock protein HSP81-2/HEAT SHOCK PROTEIN 81-2 (HSP81-2) /H
SPAT5G56010 = NP_200412 P51818 BAB09283 AAL32910 AAL91191 HSP81-3; ATP binding/unfolded protein binding /HSP83_ARATH Heat shock protein 81-3 (HSP81-3) (HSP81.2)/heat shock protein 90 /heat shock protein 90 /heat shock protein 90
CAA72513 Arabidopsis thaliana heat shock protein —Landsbarg/fsk D& F 95
Y 100 AT5G56010AAB33937 Arabidopsis thaliana heat-shock Protein
— At5g56010AAL49788 Arabidopsis thaliana putative heat shock protein 90
AT5G56000 = NP_200411 CAA72514 BAB09282 ATP binding/unfolded protein binding /heat shock protein /heat shock protein
g XP_483191 Oryza sativa (japonica cultivar-group) P33126 Oryza sativa CAA77978 BAD08818 Oryza sativa (japonica cultivar-group) BAD08897 heat shock protein 82/HSP82_ORYSA Heat shock protein 82/heat shock protein 82 (HSP82) /heat shock protein 82 /h
BADO04054 Oryza sativa (japonica cultivar-group) BAD33406 heat shock protein 90/putative heat shock protein 82
53 BAD33409 Oryza sativa (japonica cultivar-group) putative heat shock protein 82
100,AAP87284 Hordeum vulgare cytosolic heat shock protein 90
CAAB67191 Triticum aestivum HSP80-2
AAD11549 Triticum aestivum heat shock protein 80
Smo_CR88_10_1

4214_Cre

ABA27207 Bigelowiella natans chaperone HSP90

100 XP_653132 Entamoeba histolytica HM-1:IMSS XP_653162 EAL47746 EAL47778 heat shock protein 90/heat shock protein 90 /heat shock protein 90, putative /heat shock protein 90, putative
LBAD83620 Entamoeba histolytica cytosolic-type hsp90

100 I—AAY22153 Leishmania braziliensis heat shock protein

100 [CAJO5938 Leishmania major CAJ05939 CAJ05941 CAJ05943 CAJ05946 CAJ05947 CAJ05948 CAJ05949 CAJ05950 CAJ05951 CAJ05953 CAJ05954 CAJ05956 CAJ05957 CAJ05958 CAJ05959 CAJ05960 heat shock protein 83-1/heat shock protein 83-1 /heat shock protein 83-1 /heat s
S57415 Leishmania donovani infantum Q25293 Leishmania infantum CAD30506 S57415 Hsp83 protein - Leishmania donovani infantum/HSP83_LEIIN Heat shock protein 83-1 (HSP 83)/heat shock protein 83-1

100

100;P06660 Trypanosoma cruzi AAA30202 HSP85_TRYCR Heat shock-like 85 kDa protein/85 kDa protein

100 XP_804480 Trypanosoma cruzi strain CL Brener XP_814892 XP_811791 EAN82629 Trypanosoma cruzi EAN89940 EAN93041 heat shock protein 85/heat shock protein 85 /heat shock protein 85 /heat shock protein 85, putative /heat shock protein 85, putative /heat
100 F(P823307 Trypanosoma brucei TREU927 EAN78479 Trypanosoma brucei heat shock protein 83/heat shock protein 83

44983 Trypanosoma brucei A44983 heat shock protein 83 - Trypanosoma brucei
P12861 Trypanosoma brucei brucei CAA32377 Trypanosoma brucei HSP83_TRYBB Heat shock protein 83/unnamed protein product
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