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NP_705438 Plasmodium falciparum 3D7 AAL15170 Plasmodium falciparum CAD52675 Plasmodium falciparum 3D7 serine/threonine
AAK95648 Plasmodium falciparum serine/threonine protein phosphatase PfPP5100
XP_725028 Plasmodium yoelii yoelii str. 17XNL EAA16593 Plasmodium yoelii yoelii serine/threonine protein phosphatase PP5100

XP_951772 Theileria annulata strain Ankara CAI74040 Theileria annulata serine/threonine protein phosphatase /serine/thre
BAE90444 Macaca fascicularis unnamed protein product
XP_512768 Pan troglodytes CAH91828 Pongo pygmaeus PREDICTED: hypothetical protein XP_512768/hypothetical protein29
NP_113917 Rattus norvegicus NP_035285 Mus musculus P53042 Rattus norvegicus Q60676 Mus musculus A55346 Rattus norveg24

NP_006238 Homo sapiens 1WAO 1WAO 1S95 1WAO 1WAO 1S95 P53041 AAB60384 AAD22669 AAH01970 AAP35939 AAH00750 AAH01831 AAX31988
51

XP_855029 Canis familiaris PREDICTED: similar to Serine/threonine protein phosphatase 5 (PP5) (Protein phosphatase T) (PP-
XP_587369 Bos taurus PREDICTED: similar to Serine/threonine protein phosphatase 5 (PP5) (Protein phosphatase T) (PP-T) (PP62

100

CAG12750 Tetraodon nigroviridis unnamed protein product
63

AAB70574 Xenopus laevis AAH73033 protein phosphatase 5; PP5/PP5 protein
NP_001007891 Xenopus tropicalis AAH80162 CAJ83503 ppp5c-prov protein/Ppp5c-prov protein /protein phosphatase 5, catalytic100

100

NP_731398 Drosophila melanogaster NP_524946 AAF54438 CAB99478 AAL13585 AAN13442 Protein phosphatase D3 CG8402-PB, isoform
XP_313034 Anopheles gambiae str. PEST EAA08659 ENSANGP00000011234/ENSANGP0000001123495

XP_624242 Apis mellifera PREDICTED: similar to CG8402-PA, isoform A100

92

XP_639169 Dictyostelium discoideum AX4 EAL65817 Dictyostelium discoideum hypothetical protein DDB0185382/hypothetical pr

14

AAG40278 Trypanosoma brucei serine/threonine protein phosphatase type 5
XP_827850 Trypanosoma brucei TREU927 EAN78738 Trypanosoma brucei serine/threonine protein phosphatase type 5 /serine/thr100

gnl|CMER|CMP075C_protein_phosphatase_5
AT1G09570 = AT2G18790 = AT2G42810 = NP_565985 NP_001031534 AAL31906 AAL86350 AAD21727 AAO26216 AAQ22649 PP5; phosphoprote

Ppa_PP7_13_1
Ppa_PP7_14_1100

95
50

56

7

XP_445630 Candida glabrata CBS 138 CAG58541 unnamed protein product/unnamed protein product
XP_569927 Cryptococcus neoformans var. neoformans JEC21 EAL21894 Cryptococcus neoformans var. neoformans B-3501A AAW42620

XP_955993 Neurospora crassa N150 XP_327872 Neurospora crassa AAB65138 EAA26757 CAD70968 hypothetical protein ( serine/th92
40

11

XP_651593 Entamoeba histolytica HM-1:IMSS EAL46207 protein phosphatase/protein phosphatase, putative
XP_317894 Anopheles gambiae str. PEST XP_306392 EAA12933 EAA01910 ENSANGP00000004936/ENSANGP00000000059 /ENSANGP0000000493
EAL30815 Drosophila pseudoobscura GA19693-PA

NP_536738 Drosophila melanogaster NP_788545 NP_788546 NP_788544 P40421 AAB00734 AAF49044 AAO41217 AAO41218 AAO41219 AAV3684100
100

NP_001022545 Caenorhabditis elegans NP_741091 AAB82794 AAC71139 AAM22065 Phosphatase with EF hands family member (pef-1)/P
CAE69136 Caenorhabditis briggsae Hypothetical protein CBG15166100

XP_687539 Danio rerio PREDICTED: similar to Serine/threonine protein phosphatase with EF-hands-2 (PPEF-2)
AAD28796 Takifugu rubripes protein phosphatase 195

BAE01845 Macaca fascicularis unnamed protein product
NP_001030107 Rattus norvegicus AAI04697 hypothetical protein LOC317498/Hypothetical protein LOC317498
XP_142281 Mus musculus PREDICTED: serine/threonine protein phosphatase with EF-hand motifs 169

100

XP_425569 Gallus gallus PREDICTED: similar to Serine/threonine protein phosphatase with EF-hands-1 (PPEF-1) (Protein phosp
41

56

85

100

51

CAA03886 Arabidopsis thaliana PP7
Smo_PP7_1_1

Smo_PP7_2_125
Smo_PP7_12_1
Smo_PP7_15_151

Smo_PP7_30_248

Smo_PP7_3_1
9

100

Ppa_PP7_2_1
Ppa_PP7_5_199

Ppa_PP7_4_197

100

28

XP_483319 Oryza sativa (japonica cultivar-group) BAD10068 putative phosphoprotein phosphatase PP7/putative phosphoprotein

89

AT1G48120 = NP_175246 AAF79521 hydrolase/protein serine/threonine phosphatase /F21D18.16

60

AT5G10900 = NP_196651 CAB96845 hydrolase/protein serine/threonine phosphatase /serine/threonine protein phosphatase-like

91

XP_656718 Entamoeba histolytica HM-1:IMSS XP_650003 EAL44617 EAL51332 protein phosphatase/protein phosphatase /protein pho
61

XP_846439 Trypanosoma brucei TREU927 CAJ16612 Trypanosoma brucei serine/theronine protein phosphatase /Ser/Thr protein p
XP_821930 Trypanosoma cruzi strain CL Brener XP_820873 T14614 Trypanosoma cruzi AAN78342 EAN99022 EAO00079 serine/threon79

CAJ02710 Leishmania major serine/threonine protein phosphatase-like protein100

18

NP_597385 Encephalitozoon cuniculi GB-M1 CAD26562 NUCLEAR SER/THR PROTEIN PHOSPHATASE PP1-1 GAMMA CATALYTIC SUBUNIT /NUCLE

15

NP_702113 Plasmodium falciparum 3D7 AAN36837 PP1-like protein serine/threonine phosphatase /PP1-like protein serine/threon
XP_746278 Plasmodium chabaudi chabaudi CAH77292 Plasmodium chabaudi PP1-like protein serine/threonine phosphatase /PP1-l

XP_678469 Plasmodium berghei strain ANKA CAH94488 Plasmodium berghei PP1-like protein serine/threonine phosphatase /PP1-100
100

25

CAJ05636 Leishmania major serine/threonine protein phosphatase, putative
XP_779150 Giardia lamblia ATCC 50803 EAA42339 hypothetical protein GLP_440_94581_93649/GLP_440_94581_93649

NP_499603 Caenorhabditis elegans CAA22090 BAB63947 Protein PHosphatase family member (pph-4.1)/Hypothetical protein Y75B8A
EAR99839 Tetrahymena thermophila SB210 Ser/Thr protein phosphatase family protein39

NP_010360 Saccharomyces cerevisiae P32345 CAA57602 CAA86797 AAB31985 CAA98894 AAS56012 Catalytic subunit of protein phosph
CAA41662 Saccharomyces cerevisiae type 2A-related protein phosphatase100
NP_986802 Eremothecium gossypii Q74ZR2 AAS54626 Ashbya gossypii ATCC 10895 AGR136Wp/PP4C_ASHGO Serine/threonine-protein67

XP_454403 Kluyveromyces lactis NRRL Y-1140 Q6CNT6 Kluyveromyces lactis CAG99490 Kluyveromyces lactis NRRL Y-1140 unnam
100
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80
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73
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