NPH3 (AT5G64330):partial tree

File name:NPH3.pt3.svg

172 aa residues 75 OTU included.

Partial tree including Smo_NPH3720995449_1 AT1G52770 = NP_175686 AAG52282 AAO00852 AAP49519 signal transducer/putative non-phototropic hypocotyl; 25081-26618 /putative non-phototropic hypocotyl /At19g52770

Assemble Job 1d:5JdCPS AT3G15570 = NP_188176 BAB01346 BAD42923 BAD42939 BAD43236 BAD43307 signal transducer/non-phototropic hypocotyl-like protein /putative non-phototropic hypocotyl protein /putative non-phototropic hypocotyl protein /putative non-phototropic hypocotyl p
Tree job id: dvFemC XP_469657 Oryza sativa (japonica cultivar-group) AAP44700 putative NPH3 domain containing protein/putative NPH3 domain containing protein

BP values out of 100

Analyzed by thirai@nibb.ac.jp

Date: Tue Sep 05 21:43:11 JST 2006

AT5G64330 = NP_568989 Q9FMF5 AAF05914 BAB09864 NPH3 (NON-PHOTOTROPIC HYPOCOTYL 3); protein binding/signal transducer /RPT3_ARATH Root phototropism protein 3 (Non-phototropic hypocotyl protein 3)/non-phototropic hypocotyl 3 /non-phototropic hypocotyl
XP_466314 Oryza sativa (japonica cultivar-group) Q5KS50 Oryza sativa BAD17765 Oryza sativa (japonica cultivar-group) BAD17773 BAD86496 putative non-phototropic hypocotyl 3 (NPH3)/NPH3_ORYSA Coleoptile phototropism protein 1 (Non-phototropic hypoc
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,—AT1 G52770 = NP_175686 AAG52282 AAO00852 AAP49519 signal transducer/putative non-phototropic hypocotyl; 25081-26618 /putative non-phototropic hypocotyl /At1g52770
AT3G15570 = NP_188176 BAB01346 BAD42923 BAD42939 BAD43236 BAD43307 signal transducer/non-phototropic hypocotyl-like protein /putative non-phototropic hypocotyl protein /putative non-phototropic hypocotyl protein /putative non-phototropic hypocotyl p
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XP_450369 Oryza sativa (japonica cultivar-group) BAD26466 BAD38423 putative non-phototropic hypocotyl 3/putative non-phototropic hypocotyl 3 /putative non-phototropic hypocotyl 3
100 | BAD33499 Oryza sativa (japonica cultivar-group) BAD33627 putative RPT2/putative RPT2
99 BAD72520 Oryza sativa (japonica cultivar-group) non-phototropic hypocotyl 3-like
100 —AAM13843 Arabidopsis thaliana unknown protein
AT4G31820 = NP_194910 AAN13030 protein binding/signal transducer /Junknown protein
82 ] 59 AT2G14820 = NP_179089 AAC24177 signal transducer/hypothetical protein
100 ABA99702 Oryza sativa (japonica cultivar-group) transposon protein, putative, mutator sub-class
74 XP_506921 Oryza sativa (japonica cultivar-group) XP_463151 AAR00589 AAR87349 AAX95837 PREDICTED OSJNBa0034J04.14 gene product/putative NPH3 family protein (with alternative splicing) /putative NPH3 family protein /transposon protein, putative, mutato
59 AT5G67440 = NP_201545 BAB09029 AAK96885 AAM91121 protein binding/signal transducer /photoreceptor-interacting protein-like /photoreceptor-interacting protein-like /photoreceptor-interacting protein-like
I AT4G37590 = NP_568030 CAB38298 CAB80424 AAK96859 AAM10059 protein binding/signal transducer /putative protein /putative protein /putative protein /putative protein
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XP_472874 Oryza sativa (japonica cultivar-group) CAE05861 OSJNBa0044K18.3/0SJNBa0044K18.3

34 31

:L|6—7| AT3G26490 = NP_189280 BAB02210 signal transducer/unnamed protein product
. AT1G67900 = NP_176957 NP_974103 AAG52016 AAM53287 AAP68226 signal transducer/signal transducer /Junknown protein; 76653-74502 /unknown protein /At19g67900
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100 —ABA91174 Oryza sativa (japonica cultivar-group) RPT2, putative
36| LABA95649 Oryza sativa (japonica cultivar-group) RPT2, putative

L AAZ67606 Brassica rapa subsp. pekinensis 80A08_21
Ppa_NPH3_12_1
100 I AT2G47860 = NP_973711 NP_182307 AAC63640 AAM15126 signal transducer/signal transducer /Junknown protein /Junknown protein
L AT1G03010 = NP_171800 AAD25808 protein binding/signal transducer /F1003.17
100 I AAN77296 Oryza sativa (japonica cultivar-group) Hypothetical protein
48 | 100 r~AAU05485 Arabidopsis thaliana AAU95431 At5g67385/At5967385
IAT5G67385 = NP_680473 protein binding/signal transducer
99 AT3G08570 = NP_187469 AAG51355 protein binding/signal transducer /hypothetical protein; 15198-13181
88 100 I AT3G08660 = NP_187478 AAG51353 protein binding/signal transducer /putative non-phototropic hypocotyl; 42053-44089
100 AAO16690 Sorghum bicolor hypothetical protein-like protein
64 100 —ABA91176 Oryza sativa (japonica cultivar-group) transposon protein, putative, mutator sub-class
ABA95650 Oryza sativa (japonica cultivar-group) transposon protein, putative, mutator sub-class
62 AT5G48800 = NP_199691 BAB09433 protein binding/signal transducer /non-phototropic hypocotyl-like protein
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84 XP_469657 Oryza sativa (japonica cultivar-group) AAP44700 putative NPH3 domain containing protein/putative NPH3 domain containing protein
94 I XP_469912 Oryza sativa (japonica cultivar-group) AAP50946 AAR87319 putative NPH1 photoreceptor-interacting protein/putative NPH1 photoreceptor-interacting protein /putative NPH3 family protein
100 ,—AT5G66560 NP_201457 BAB10932 AAK83642 AAN46836 protein binding/signal transducer /photoreceptor-interacting protein-like /AT5966560/K1F13_23 /At59g66560/K1F13_23
25 AT3G50840 = NP_190653 CAB42913 AAM19841 AA042777 protein binding/signal transducer /putative protein /AT3g50840/F18B3_120 /At3g50840/F18B3_120
38 Smo_NPH3_27_1
—1 AAS79592 Ipomoea trifida putative non-phototropic hypocotyl 3-like protein
32 XP_474038 Oryza sativa (japonica cultivar-group) CAE04162 OSJNBb0034113.5/0SJNBb0034113.5
2 AT5G13600 = NP_196864 BAB08686 protein binding/signal transducer /photoreceptor-interacting protein-like; non-phototropic hypocotyl-like protein
55 41 AT5G03250 = NP_195945 CAB86092 BAB08385 protein binding/signal transducer /photoreceptor-interacting protein-like /non-phototropic hypocotyl-like protein
XP_463470 Oryza sativa (japonica cultivar-group) BAD52854 putative photoreceptor-interacting protein-like protein/putative non-phototropic hypocotyl 3
80 86 ABA99392 Oryza sativa (japonica cultivar-group) transposon protein, putative, mutator sub-class
M78 Oryza sativa (japonica cultivar-group) NPH3 family protein
78 AT1G30440 = NP_174332 AAF19742 protein binding/signal transducer /Contains a bZIP transcription factor PF|00170 domain. ESTs gb|R30400, gb|AA650964, gb|A1994521 come from this gene.
33 100 —AAL73542 Sorghum bicolor putative photoreceptor-interacting protein
L_XP_479933 Oryza sativa (japonica cultivar-group) BAD09643 BAD33364 putative non-phototropic hypocotyl 3 (NPH3)/phototropic response protein /putative non-phototropic hypocotyl 3 (NPH3)/phototropic response protein /putative non-phototropic hypocotyl
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