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BAD35375 Oryza sativa (japonica cultivar-group) putative HOBBIT

6 AT2G20000 = NP_849994 AAD24396 CAD31951 HBT (HOBBIT)/CDC27/NUC2-like protein /HOBBIT protein
93 | A

AT3G16320 = NP_188253 AAB63645 BAB01271 unknown protein/DNA binding protein (CDC27SH) isolog /DNA binding protein (CDC27/NUC2)

100 [Smo_HBT_2_1
100 Smo_HBT 18 2 Smo_HBT_4_2 (pt1) and Smo_HBT_18_2 are both highly similar to non-overlapping regions of Smo_HBT_2_1, and thus may together represent an allele of Smo_HBT_2_1.
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AAV68622 Ostreococcus tauri cell division cycle protein 27/anaphase promoting complex subunit 3
EAR84490 Tetrahymena thermophila SB210 TPR Domain containing protein

XP_668239 Cryptosporidium hominis TU502 XP_628531 Cryptosporidium parvum lowa Il EAK90362 Cryptosporidium parvum EAL38004 Cryptosporidium hominis nuc2+ and bimA/hypothetical protein cgd7_3680 /TPR repeat protein /nuc2+ and bimA
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gnl|CMER|CMR407C_cell_division_cycle_protein_cdc27

XP_636853 Dictyostelium discoideum AX4 EAL63342 Dictyostelium discoideum hypothetical protein DDB0187840/hypothetical protein DDB0187840

AA60471 Homo sapiens Human homologue of S. pombe nuc2+ and A. nidulans bimA
AE01041 Macaca fascicularis BAE02294 unnamed protein product/unnamed protein product
XP_886985 Bos taurus NP_001247 Homo sapiens XP_860053 Canis familiaris XP_873791 Bos taurus XP_860014 Canis familiaris XP_886916 Bos taurus XP_886966 XP_548047 Canis familiaris XP_859939 XP_612541 Bos taurus XP_849894 Canis familiaris
100 XP_484088 Mus musculus XP_900300 XP_908187 XP_927014 XP_927024 XP_916188 XP_927040 XP_908190 XP_908189 XP_927044 XP_908186 XP_908188 XP_927029 XP_927036 BAE36213 PREDICTED: cell division cycle 27 homolog isoform 1/PREDICTED: cell division cycle 27 ho

87

NP_001006331 Gallus gallus CAG31852 cell division cycle 27/hypothetical protein
AAH72946 Xenopus laevis MGC80529 protein
100 (NP_958857 Danio rerio AAH49466 cell division cycle 27/Cell division cycle 27
’1 [XP7708675 Danio rerio XP_708676 XP_708677 XP_687131 PREDICTED: similar to Cell division cycle 27 isoform 2/PREDICTED: similar to Cell division cycle 27 isoform 3 /PREDICTED: similar to Cell division cycle 27 isoform 4 /PREDICTED: similar to Cell divi

CAF91015 Tetraodon nigroviridis unnamed protein product

100

XP_786824 Strongylocentrotus purpuratus PREDICTED: similar to Cell division cycle protein 27 homolog (CDC27Hs) (H-NUC)
XP_308181 Anopheles gambiae str. PEST EAA04651 ENSANGP00000009284/ENSANGP00000009284

100 EAL30972 Drosophila pseudoobscura GA21205-PA
NP_648093 Drosophila melanogaster AAF50592 AAX51652 Cdc27 CG8610-PA/CG8610-PA /LD12661p
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r—NP_001021714 Caenorhabditis elegans AAF60415 AAL92523 Metaphase-to-Anaphase Transition defect family member (mat-1)/Metaphase-to-anaphase transition defect protein 1, isoform a /MAT-1

L—CAE65742 Caenorhabditis briggsae Hypothetical protein CBG10827
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XP_566728 Cryptococcus neoformans var. neoformans JEC21 EAL23647 Cryptococcus neoformans var. neoformans B-3501A AAW40909 Cryptococcus neoformans var. neoformans JEC21 ubiquitin-protein ligase/hypothetical protein CNBA2940 /ubiquitin-protein liga
NP_986373 Eremothecium gossypii AAS54197 Ashbya gossypii ATCC 10895 AGL294Wp/AGL294Wp

XP_454893 Kluyveromyces lactis NRRL Y-1140 CAG99980 unnamed protein product/unnamed protein product

XP_445258 Candida glabrata CBS 138 CAG58164 unnamed protein product/unnamed protein product

NP_009469 Saccharomyces cerevisiae P38042 CAA56022 CAA84905 Subunit of the Anaphase-Promoting Complex/Cyclosome (APC/C), which is a ubiquitin-protein ligase required for degradation of anaphase inhibitors, including mitotic cyclins, during the metaph

100 ——XP_717856 Candida albicans SC5314 XP_717922 EAK98906 EAK98973 putative anaphase promoting complex TPR repeat subunit Cdc27/putative anaphase promoting complex TPR repeat subunit Cdc27 /potential anaphase promoting complex TPR repeat subunit Cdc27 /po

100

L———XP_461244 Debaryomyces hansenii CBS767 CAG89632 hypothetical protein DEHAOF21934g/unnamed protein product

rCAA30532 Schizosaccharomyces pombe protein p67

INP_594604 Schizosaccharomyces pombe 972h- P10505 Schizosaccharomyces pombe hypothetical protein SPAC17C9.01¢/NUC2_SCHPO Nuclear scaffold-like protein p76 (Nuclear alteration protein 2)
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XP_500254 Yarrowia lipolytica CLIB122 CAG84192 hypothetical protein/unnamed protein product
49 EAQ91417 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_03352
—|7_2E(P_369777 Magnaporthe grisea 70-15 hypothetical protein MG06292.4
XP_956598 Neurospora crassa N150 XP_322299 Neurospora crassa EAA27362 hypothetical protein/hypothetical protein /hypothetical protein
XP_385668 Gibberella zeae PH-1 EAA73825 hypothetical protein FG05492.1/hypothetical protein FG05492.1

98—BAE65282 Aspergillus oryzae unnamed protein product

100

XP_755196 Aspergillus fumigatus Af293 EAL93158 20S cyclosome subunit BimA/Nuc2/Cdc27 /20S cyclosome subunit (BimA/Nuc2/Cdc27), putative

I—P17885 Emericella nidulans CAA41959 BIMA_EMENI Protein bimA/bimA

100

| 100

CAJ01961 Leishmania major hypothetical protein, conserved

——XP_809564 Trypanosoma cruzi strain CL Brener EAN87713 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved

L——XP_823254 Trypanosoma brucei TREU927 EAN78426 Trypanosoma brucei hypothetical protein Tb10.406.0610/hypothetical protein, conserved

XP_756798 Ustilago maydis 521 EAK81080 hypothetical protein UM00651.1/hypothetical protein UM00651.1

EAQ90981 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_02916
100 —XP_821942 Trypanosoma cruzi strain CL Brener AAC14079 Trypanosoma cruzi EAO00091 hypothetical protein/TcC31.24 /hypothetical protein, conserved

—

L——XP_846425 Trypanosoma brucei TREU927 CAJ16598 Trypanosoma brucei hypothetical protein Tb927.1.3910/hypothetical protein, conserved

gnl|CMER|CML190C_cell_division_cycle_protein_cdc23
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XP_569792 Cryptococcus neoformans var. neoformans JEC21 EAL22005 Cryptococcus neoformans var. neoformans B-3501A AAW42485 Cryptococcus neoformans var. neoformans JEC21 Cell division control protein 23/hypothetical protein CNBC1450 /Cell division
L:NP_QB?H 55 Eremothecium gossypii AAS50979 Ashbya gossypii ATCC 10895 ABR206Wp/ABR206Wp
XP_451232 Kluyveromyces lactis NRRL Y-1140 CAH02820 unnamed protein product/unnamed protein product
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81 NP_012036 Saccharomyces cerevisiae P16522 BAA00485 AAB68012 Subunit of the anaphase-promoting complex/cyclosome (APC/C), which is a ubiquitin-protein ligase required for degradation of anaphase inhibitors, including mitotic cyclins, during the metaph
_|—XP_447351 Candida glabrata CBS 138 CAG60288 hypothetical protein CAGL0102288g/unnamed protein product
3 XP_961540 Neurospora crassa N150 XP_326667 Neurospora crassa CAD21356 EAA32304 hypothetical protein/hypothetical protein /related to cell division control protein CDC23 /hypothetical protein
100 EAQ86481 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_07734
@:(P_363064 Magnaporthe grisea 70-15 hypothetical protein MG08648.4
XP_386957 Gibberella zeae PH-1 EAA77091 hypothetical protein FG06781.1/hypothetical protein FG06781.1
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93—XP_748098 Aspergillus fumigatus Af293 EAL86060 20S cyclosome subunit/20S cyclosome subunit (APC8), putative
100 XP_681282 Aspergillus nidulans FGSC A4 EAA59635 hypothetical protein AN8013.2/hypothetical protein AN8013.2
BAE61418 Asperqgillus oryzae unnamed protein product
P_459427 Debaryomyces hansenii CBS767 CAG87638 hypothetical protein DEHAOE02805g/unnamed protein product
XP_501689 Yarrowia lipolytica CLIB122 CAG81998 hypothetical protein/unnamed protein product

_%:XPHGNS Candida albicans SC5314 XP_716192 EAK97191 EAK97278 putative anaphase-promoting complex subunit Cdc23/putative anaphase-promoting complex subunit Cdc23 /likely anaphase-promoting complex subunit Cdc23 /likely anaphase-promoting complex subu
75 X

NP_593300 Schizosaccharomyces pombe 972h- T11665 Schizosaccharomyces pombe 094556 CAB11101 hypothetical protein SPAC6F12.14/T11665 probable cell division cycle protein - fission yeast (Schizosaccharomyces pombe)/CUT23_SCHPO 20S cyclosome/APC compl
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XP_644962 Dictyostelium discoideum AX4 AAO50759 Dictyostelium discoideum EAL71025 hypothetical protein DDB0168974/similar to Arabidopsis thaliana (Mouse-ear cress). Cell division cycle protein 23-like protein (AT3g48150/T24C20_30) /hypothetical pro

EAR91352 Tetrahymena thermophila SB210 Anaphase promoting complex subunit 8/cdc23 family protein

169_Cre

65 100 Smo_HBT_1_1
i':gmo_HBT_SJ
86 Ppa_HBT 9 1

L:(P_467122 Oryza sativa (japonica cultivar-group) CAC39070 Oryza sativa BAD25679 Oryza sativa (japonica cultivar-group) putative cell division cycle protein 23/anaphase-promoting complex subunit 8-like protein /putative cell division cycle protein

AT3G48150 = NP_190398 CAB51062 AAL07066 AAL09801 AAM20630 AAN15608 APCS8/cell division cycle protein 23 homolog /putative cell division cycle protein 23 homolog /AT3g48150/T24C20_30 /cell division cycle protein 23-like protein /cell division cycle pr

CAE67168 Caenorhabditis briggsae Hypothetical protein CBG12598
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XP_396943 Apis mellifera PREDICTED: similar to MGC69122 protein
97 XP_319000 Anopheles gambiae str. PEST EAA14469 ENSANGP00000014868/ENSANGP00000014868
100 EAL33100 Drosophila pseudoobscura GA15381-PA
NP_610036 Drosophila melanogaster AAG22447 AAQ22547 cdc23 CG2508-PA/CG2508-PA /LD09850p
NP_001016759 Xenopus tropicalis AAH42346 Xenopus laevis AAH56107 CAJ83447 Xenopus tropicalis CDC23 (cell division cycle 23, yeast, homolog)/Cdc23-prov protein /MGC69122 protein /CDC23 (cell division cycle 23, yeast, homolog)
9913508BGZ4 Mus musculus BAC27415 CDC23_MOUSE Cell division cycle protein 23 homolog (Anaphase-promoting complex subunit 8) (APC8) (Cyclosome subunit 8)/unnamed protein product
100 INP_848124 Mus musculus BAC30026 BAC33283 BAC38224 AAH59013 BAE41298 CDC23 (cell division cycle 23, yeast, homolog)/unnamed protein product /unnamed protein product /unnamed protein product /Cdc23 protein /Junnamed protein product

NP_004652 Homo sapiens XP_590200 Bos taurus XP_538647 Canis familiaris T51168 Homo sapiens Q9UJX2 AAC70920 BAA75628 AAF05755 AAH17713 AAP88812 AAS99353 AAX41760synthetic construct AAX41761 AAX41762 BAD96970 Homo sapiens cell division cycle
EEXPJOMW Danio rerio NP_957227 AAH45861 PREDICTED: hypothetical protein XP_697315/CDC23 (cell division cycle 23, yeast, homolog) /CDC23 (cell division cycle 23, yeast, homolog)
CAGO00574 Tetraodon nigroviridis unnamed protein product

XP_758236 Ustilago maydis 521 EAK83144 hypothetical protein UM02089.1/hypothetical protein UM02089.1



