
AT3G55850 = NP_567027 NP_974445 AAP55749 AAP55750 LAF3.1 (LONG AFTER FAR-RED 3); hydrolase/LAF3.1 (LONG AFTER FAR-RED 3); hydrolase /LAF3 isoform 1 /LAF3 isoform 2
NP_914662 Oryza sativa (japonica cultivar-group) BAD87856 P0431G06.10/putative LAF3 isoform 2

Smo_LAF3_1_1
Smo_LAF3_25_1

Smo_LAF3_8_1
Smo_LAF3_10_1

Ppa_LAF3_10_1
14081_Cre

Ppa_LAF3_2_1
YP_262104 Pseudomonas fluorescens Pf-5 AAY94253 amidohydrolase family protein/amidohydrolase family protein

ZP_00378118 Brevibacterium linens BL2 COG1574: Predicted metal-dependent hydrolase with the TIM-barrel fold
ZP_01129586 marine actinobacterium PHSC20C1 EAR25937 Amidohydrolase-like protein/Amidohydrolase-like protein

YP_348883 Pseudomonas fluorescens PfO-1 ABA74892 Amidohydrolase-like/Amidohydrolase-like
Ppa_LAF3_6_1

Ppa_LAF3_4_2
ABC25447 uncultured marine bacterium Ant4D5 LAF3 isoform 1

ZP_01106934 Flavobacteriales bacterium HTCC2170 EAR00982 Amidohydrolase family protein/Amidohydrolase family protein
YP_444934 Salinibacter ruber DSM 13855 ABC43624 Amidohydrolase family/Amidohydrolase family

YP_155596 Idiomarina loihiensis L2TR AAV82047 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold
ZP_01042109 Idiomarina baltica OS145 EAQ32900 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold

ZP_01111056 Alteromonas macleodii 'Deep ecotype' EAR04611 Predicted metal-dependent amidohydrolase with the TIM-barrel fold protein/Predicted metal-dependent amidohydrolase with the TIM-barrel fold protein
ZP_00777439 Pseudoalteromonas atlantica T6c EAO65963 metal-dependent amidohydrolase with the TIM-barrel fold/metal-dependent amidohydrolase with the TIM-barrel fold
YP_339142 Pseudoalteromonas haloplanktis TAC125 CAI85699 conserved excreted enzyme of unknown function/conserved excreted enzyme of unknown function

ZP_01133002 Pseudoalteromonas tunicata D2 EAR29790 hypothetical protein PTD2_13259/hypothetical protein PTD2_13259
ZP_00585953 Shewanella amazonensis SB2B EAN39534 conserved hypothetical protein/conserved hypothetical protein

ZP_01103977 gamma proteobacterium KT 71 EAQ96535 conserved hypothetical protein, secreted/conserved hypothetical protein, secreted
YP_269507 Colwellia psychrerythraea 34H AAZ26493 amidohydrolase family protein/amidohydrolase family protein

ZP_00836997 Shewanella sp. PV-4 EAP03120 conserved hypothetical protein/conserved hypothetical protein
ZP_00634780 Shewanella denitrificans OS217 EAN70681 Amidohydrolase/Amidohydrolase

ZP_00640146 Shewanella frigidimarina NCIMB 400 EAN73092 conserved hypothetical protein/conserved hypothetical protein
ZP_00595682 Ralstonia metallidurans CH34 EAN52475 conserved hypothetical protein/conserved hypothetical protein

YP_496376 Novosphingobium aromaticivorans DSM 12444 ABD25542 amidohydrolase/amidohydrolase
YP_457213 Erythrobacter litoralis HTCC2594 ABC62416 predicted metal-dependent hydrolase/predicted metal-dependent hydrolase

ZP_01038788 Erythrobacter sp. NAP1 EAQ29259 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold
ZP_00577127 Sphingopyxis alaskensis RB2256 EAN48136 Amidohydrolase/Amidohydrolase

ZP_01202131 Flavobacteria bacterium BBFL7 EAS20193 amidohydrolase/amidohydrolase
ZP_00950526 Croceibacter atlanticus HTCC2559 EAP86234 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold

ZP_01121474 Robiginitalea biformata HTCC2501 EAR14736 hypothetical protein RB2501_10437/hypothetical protein RB2501_10437
ZP_01061826 Flavobacterium sp. MED217 EAQ48349 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold

ZP_01051292 Cellulophaga sp. MED134 EAQ37840 Predicted metal-dependent amidohydrolase with the TIM-barrel fold/Predicted metal-dependent amidohydrolase with the TIM-barrel fold
ZP_00952807 Oceanicaulis alexandrii HTCC2633 EAP90586 hypothetical protein OA2633_12815/hypothetical protein OA2633_12815

XP_758643 Ustilago maydis 521 EAK83534 hypothetical protein UM02496.1/hypothetical protein UM02496.1
Ppa_LAF3_1_1

Ppa_LAF3_7_2
NP_692262 Oceanobacillus iheyensis HTE831 BAC13297 hypothetical protein OB1341/hypothetical conserved protein

NP_244066 Bacillus halodurans C-125 BAB06919 hypothetical protein BH3200/BH3200
ZP_01172950 Bacillus sp. NRRL B-14911 EAR64303 hypothetical protein B14911_23710/hypothetical protein B14911_23710

NP_390833 Bacillus subtilis subsp. subtilis str. 168 AAC00311 Bacillus subtilis CAB14933 Bacillus subtilis subsp. subtilis str. 168 hypothetical protein BSU29550/YtcJ /ytcJ
ZP_00236101 Bacillus cereus G9241 EAL16169 metal-dependent hydrolase/metal-dependent hydrolase

NP_981072 Bacillus cereus ATCC 10987 AAS43680 hypothetical protein BCE4779/conserved hypothetical protein
NP_834349 Bacillus cereus ATCC 14579 AAP11550 Metal-dependent hydrolase/Metal-dependent hydrolase

ZP_01182719 Bacillus weihenstephanensis KBAB4 EAR77705 Amidohydrolase-like/Amidohydrolase-like
ZP_00740772 Bacillus thuringiensis serovar israelensis ATCC 35646 EAO54946 Metal-dependent hydrolase/Metal-dependent hydrolase

YP_085965 Bacillus cereus E33L AAU15883 metal-dependent hydrolase/metal-dependent hydrolase
YP_038692 Bacillus thuringiensis serovar konkukian str. 97-27 AAT62903 metal-dependent hydrolase/metal-dependent hydrolase
ZP_00394973 Bacillus anthracis str. A2012 NP_847094 Bacillus anthracis str. Ames YP_030788 Bacillus anthracis str. Sterne YP_021538 Bacillus anthracis str. 'Ames Ancestor' AAP28580 Bacillus anthracis str. Ames AAT34013 Bacillus anthracis str.

ZP_01180344 Bacillus cereus subsp. cytotoxis NVH 391-98 EAR70901 Amidohydrolase-like/Amidohydrolase-like
YP_075066 Symbiobacterium thermophilum IAM 14863 BAD40222 hypothetical protein STH1237/conserved hypothetical protein

ZP_00801053 Alkaliphilus metalliredigenes QYMF EAO80948 conserved hypothetical protein/conserved hypothetical protein
NP_603546 Fusobacterium nucleatum subsp. nucleatum ATCC 25586 AAL94845 Exoenzyme regulatory protein aepA precursor/Exoenzymes regulatory protein aepA precursor

Ppa_LAF3_5_1
NP_435296 Sinorhizobium meliloti 1021 AAK64708 hypothetical protein SMa0101/conserved hypothetical protein

YP_289851 Thermobifida fusca YX AAZ55828 hypothetical protein Tfu_1793/conserved hypothetical protein
NP_923321 Gloeobacter violaceus PCC 7421 BAC88316 hypothetical protein glr0375/glr0375

NP_104124 Mesorhizobium loti MAFF303099 BAB49910 hypothetical protein mll2891/mll2891
ZP_00920230 Rhodobacter sphaeroides ATCC 17029 EAP66666 conserved hypothetical protein/conserved hypothetical protein
YP_354522 Rhodobacter sphaeroides 2.4.1 ABA80621 Putative metal-dependent hydrolase/Putative metal-dependent hydrolase

ZP_00960315 Roseovarius nubinhibens ISM EAP75886 hypothetical protein ISM_13510/hypothetical protein ISM_13510
ZP_00620524 Silicibacter sp. TM1040 EAN57806 similar to metal-dependent hydrolase with the TIM-barrel fold/similar to metal-dependent hydrolase with the TIM-barrel fold
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