
XP_661227 Aspergillus nidulans FGSC A4 AAA85690 Emericella nidulans EAA59831 Aspergillus nidulans FGSC A4 hypothetical protein AN3623.2/ACOB protein/hypothetical protein AN3623.2
XP_953061 Theileria annulata strain Ankara XP_764031 Theileria parva strain Muguga CAI76436 Theileria annulata EAN31748 Theileria parva hypothetical protein TA08215/hypothetical protein TP04_0396 /hypothetical protein, conserved /hypothetical p

XP_645677 Dictyostelium discoideum AX4 EAL71771 Dictyostelium discoideum ABC46699 hypothetical protein DDB0202834/hypothetical protein DDB0202834 /COP9 signalosome complex subunit 7
NP_766562 Mus musculus XP_343615 Rattus norvegicus Q8BV13 Mus musculus AAC33904 AAH12659 BAC38192 BAE41591 BAE40581 COP9 (constitutive photomorphogenic) homolog, subunit 7b/PREDICTED: similar to Cops7b protein /CSN7B_MOUSE COP9 signalosome comple
XP_852665 Canis familiaris NP_073567 Homo sapiens XP_875421 Bos taurus Q9H9Q2 Homo sapiens BAB14170 AAH91493 BAD96599 AAY24152 AAI12764 Bos taurus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 7B/COP9 constitutive p94
XP_422740 Gallus gallus PREDICTED: similar to Cops7b protein98

AAI00202 Xenopus laevis AAI06399 Unknown (protein for MGC:114836)/Unknown (protein for MGC:131019)
AAH81067 Xenopus laevis MGC81975 protein100

99

XP_320160 Anopheles gambiae str. PEST EAA00161 ENSANGP00000011626/ENSANGP00000011626
XP_395310 Apis mellifera PREDICTED: similar to ENSANGP0000001162692

EAL24870 Drosophila pseudoobscura GA15197-PA
NP_610379 Drosophila melanogaster Q9V4S8 AAF59097 AAS93704 COP9 complex homolog subunit 7 CG2038-PA/CSN7_DROME COP9 signalosome complex subunit 7 (Signalosome subunit 7) (Dch7)/CG2038-PA /RH63621p100

59

XP_785591 Strongylocentrotus purpuratus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 7B
64

56

NP_001025946 Gallus gallus CAG32192 COP9 complex subunit 7a/hypothetical protein
XP_508964 Pan troglodytes XP_581310 Bos taurus XP_543849 Canis familiaris NP_036133 Mus musculus XP_870223 Bos taurus NP_057403 Homo sapiens Q9UBW8 Q9CZ04 Mus musculus Q5R762 Pongo pygmaeus AAC33903 Mus musculus BAA85390 Homo sapiens
XP_232351 Rattus norvegicus PREDICTED: similar to COP9 signalosome complex subunit 7a (Signalosome subunit 7a) (SGN7a) (JAB1-containing signalosome subunit 7a) (Dermal papilla derived protein 10)100

99

41

XP_759638 Ustilago maydis 521 EAK84629 hypothetical protein UM03491.1/hypothetical protein UM03491.1

90

46

Ppa_FUS5_1_1
Ppa_FUS5_2_1100

Smo_FUS5_2_1 Smo_FUS5_1_170

BAD30468 Oryza sativa (japonica cultivar-group) putative COP9 complex subunit, FUS5
AT1G02090 = NP_849576 NP_973739 NP_563645 Q94JU3 AAC25563 AAK50074 AAL58108 AAL58109 AAM65518 AAM91348 FUS5 (FUSCA 5); MAP kinase kinase/FUS5 (FUSCA 5); MAP kinase kinase /FUS5 (FUSCA 5); MAP kinase kinase /CSN7_ARATH COP9 signalosome complex subuni69

83

38

0.100

FUS5 (AT1G02090): partial tree
File name:FUS5.pt1.svg
77 aa residues 22 OTU included.
Partial tree including Smo_FUS5_1_1
Assemble Job Id:shQ76e
Tree job id: TL7ktr
BP values out of 100
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