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AT2G26990 = NP_565632 Q8W207 AAL58101 AAC77857 AAM65163 BAD94682 FUS12 (FUSCA 12)/CSN2_ARATH COP9 signalosome complex subunit 2 (Signalosome subunit 2) (FUSCA protein 12) (FUSCA12)/CSN complex subunit 2 /COP9 complex subunit CSN2, putative /putative
AAK91453 Arabidopsis thaliana AAM91366 At2g26990/T20P8.4 /At2g26990/T20P8.4100

NP_913011 Oryza sativa (japonica cultivar-group) BAD81083 unnamed protein product/putative COP9 signalosome complex subunit 259
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97

NP_001026767 Gallus gallus CAG32563 COP9 constitutive photomorphogenic homolog subunit 2/hypothetical protein
XP_862009 Canis familiaris PREDICTED: similar to COP9 (constitutive photomorphogenic) homolog, subunit 2 isoform 6
AAI14036 Bos taurus Unknown (protein for MGC:137288)17
AAH23096 Mus musculus Cops2 protein12

13

BAD96310 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 2 variant
24

NP_001015820 Xenopus tropicalis XP_879042 Bos taurus XP_850675 Canis familiaris NP_034069 Mus musculus XP_592476 Bos taurus NP_004227 Homo sapiens XP_510388 Pan troglodytes XP_535470 Canis familiaris XP_869617 Bos taurus NP_695209 Rat
42

NP_001002055 Danio rerio Q6IQT4 AAH71320 AAI08779 Xenopus laevis hypothetical protein LOC415145/CSN2_BRARE COP9 signalosome complex subunit 2 (Signalosome subunit 2)/Zgc:86624 /LOC432342 protein
33

CAF99853 Tetraodon nigroviridis unnamed protein product
97

XP_780196 Strongylocentrotus purpuratus XP_801770 PREDICTED: similar to COP9 (constitutive photomorphogenic) homolog, subunit 2 isoform 1/PREDICTED: similar to COP9 (constitutive photomorphogenic) homolog, subunit 2 isoform 3
93

XP_392587 Apis mellifera XP_623240 PREDICTED: similar to GA21877-PA/PREDICTED: similar to COP9 (constitutive photomorphogenic) homolog, subunit 2
46

EAL32891 Drosophila pseudoobscura GA21877-PA
NP_723438 Drosophila melanogaster NP_523517 Q94899 AAD28604 AAF52736 AAL39981 AAN10685 alien CG9556-PA, isoform A/alien CG9556-PB, isoform B /CSN2_DROME COP9 signalosome complex subunit 2 (Signalosome subunit 2) (Dch2) (Alien protein)/COP9 signalosom100

XP_314698 Anopheles gambiae str. PEST EAA10217 ENSANGP00000013098/ENSANGP0000001309893

90

CAE74372 Caenorhabditis briggsae Hypothetical protein CBG22097
NP_491740 Caenorhabditis elegans O01422 AAB52366 COP-9 SigNalosome subunit family member (csn-2)/CSN2_CAEEL COP9 signalosome complex subunit 2 (Signalosome subunit 2)/Cop-9 signalosome subunit protein 2100

48

XP_636285 Dictyostelium discoideum AX4 EAL62767 Dictyostelium discoideum ABC46694 hypothetical protein DDB0188387/hypothetical protein DDB0188387 /COP9 signalosome complex subunit 2

25

92

XP_570240 Cryptococcus neoformans var. neoformans JEC21 EAL21071 Cryptococcus neoformans var. neoformans B-3501A AAW42933 Cryptococcus neoformans var. neoformans JEC21 endopeptidase/hypothetical protein CNBD4470 /endopeptidase, putative
XP_756964 Ustilago maydis 521 EAK80911 hypothetical protein UM00817.1/hypothetical protein UM00817.187

24

NP_001018220 Schizosaccharomyces pombe 972h- Q9HFR0 Schizosaccharomyces pombe AAG29547 CAD27497 hypothetical protein SPAPB17E12.04c/CSN2_SCHPO COP9 signalosome complex subunit 2 (CSN complex subunit 2) (SGN2)/signalosome subunit Csn2 /csn2

20

XP_656698 Entamoeba histolytica HM-1:IMSS XP_648149 XP_649099 EAL42763 EAL43727 EAL51313 26S proteasome regulatory subunit/26S proteasome regulatory subunit /26S proteasome regulatory subunit /26S proteasome regulatory subunit, putative /26S proteaso
XP_640861 Dictyostelium discoideum AX4 EAL66954 Dictyostelium discoideum hypothetical protein DDB0218287/hypothetical protein DDB0218287

XP_758831 Ustilago maydis 521 EAK83854 hypothetical protein UM02684.1/hypothetical protein UM02684.1
XP_712979 Candida albicans SC5314 XP_709940 EAK93814 EAK93846 putative 26S proteasome regulatory particle subunit Rpn6p/putative 26S proteasome regulatory particle subunit Rpn6p /likely 26S proteasome regulatory particle subunit Rpn6p /likely 26S pro
XP_462284 Debaryomyces hansenii CBS767 CAG90786 hypothetical protein DEHA0G18249g/unnamed protein product100

66

XP_708443 Danio rerio XP_686470 PREDICTED: similar to 26S proteasome non-ATPase regulatory subunit 11 (26S proteasome regulatory subunit S9) (26S proteasome regulatory subunit p44.5) isoform 2/PREDICTED: similar to 26S proteasome non-ATPase regulator
AAI00596 Mus musculus Proteasome 26S non-ATPase subunit 11

XP_885790 Bos taurus NP_848731 Mus musculus XP_220754 Rattus norvegicus XP_591144 Bos taurus XP_867938 Canis familiaris NP_002806 Homo sapiens XP_537730 Canis familiaris XP_872758 Bos taurus XP_867942 Canis familiaris O00231 Homo sapi99
100

NP_477474 Drosophila melanogaster NP_725412 AAD46879 AAF08390 AAF58212 AAF58213 Proteasome p44.5 subunit CG10149-PB, isoform B/Proteasome p44.5 subunit CG10149-PA, isoform A /BcDNA.LD18931 /26S proteasome regulatory complex subunit p42B /CG10149-PB,
XP_321691 Anopheles gambiae str. PEST EAA01750 ENSANGP00000015227/ENSANGP0000001522795

XP_391945 Apis mellifera PREDICTED: similar to CG10149-PB, isoform B99

39

43

94

gnl|CMER|CMS045C_proteasome_regulatory_particle_subunit

76

100

EAR89485 Tetrahymena thermophila SB210 PCI domain containing protein

67

EAQ89557 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_06176
XP_965733 Neurospora crassa N150 XP_324773 Neurospora crassa EAA36497 CAE76602 ABB36581 hypothetical protein NCU00593.1/hypothetical protein /hypothetical protein /probable COP9 complex subunit 2 /CSN-292

XP_366105 Magnaporthe grisea 70-15 EAQ71696 hypothetical protein MG10325.4/hypothetical protein MGG_ch7g110379

XP_380358 Gibberella zeae PH-1 EAA68904 hypothetical protein FG00182.1/hypothetical protein FG00182.1
87

XP_662387 Aspergillus nidulans FGSC A4 EAA60353 hypothetical protein AN4783.2/hypothetical protein AN4783.2
BAE63528 Aspergillus oryzae unnamed protein product67

XP_754936 Aspergillus fumigatus Af293 EAL92898 COP9 signalosome subunit 2 CsnB/COP9 signalosome subunit 2 (CsnB), putative100

100

12

35

XP_505511 Yarrowia lipolytica CLIB122 CAG78320 hypothetical protein/unnamed protein product

27

XP_714665 Candida albicans SC5314 XP_714571 EAK95519 EAK95618 putative COP9 signalosome subunit CSN2/putative COP9 signalosome subunit CSN2 /potential COP9 signalosome subunit CSN2 /potential COP9 signalosome subunit CSN2
XP_457437 Debaryomyces hansenii CBS767 CAG85441 hypothetical protein DEHA0B11374g/unnamed protein product100

26

XP_826593 Trypanosoma brucei TREU927 AAX80687 Trypanosoma brucei AAZ10267 COP9 signalosome complex subunit 2/COP9 signalosome complex subunit 2, putative /COP9 signalosome complex subunit 2, putative
XP_820863 Trypanosoma cruzi strain CL Brener EAN99012 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved100

gnl|CMER|CMR159C_similar_to_COP9_signalosome_subunit_Csn2
XP_653344 Entamoeba histolytica HM-1:IMSS EAL47957 PCI domain protein/PCI domain protein39
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