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AAT08726 Hyacinthus orientalis multisubunit regulator protein COP9
70 AAA96516 Spinacia oleracea COP9

AAO85511 Nicotiana benthamiana CSN8
86 —XP_472493 Oryza sativa (japonica cultivar-group) OSJNBa0042L16.3
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4 AT4G14110 = NP_193147 P43255 AAA32773 CAB10190 CAB78453 AAL58110 COP9 (CONSTITUTIVE PHOTOMORPHOGENIC 9)/CSN8_ARATH COP9 signalosome complex subunit 8 (CSN complex subunit 8) (Constitutive photomorphogenesis protein 9) (FUSCA protein 7) (FUSCA7)/CSN8
58 1’:1

10786_Cre
Q5RF54 Pongo pygmaeus CAH89603 CSN8_PONPY COP9 signalosome complex subunit 8 (Signalosome subunit 8)/hypothetical protein
P_006701 Homo sapiens XP_516177 Pan troglodytes Q99627 Homo sapiens AAB38529 AAH03090 CAG33275 AAH80617 AAH36499 AAY 14978 COP9 signalosome subunit 8 isoform 1/PREDICTED: similar to COP9 signalosome subunit 8 isoform 1 /CSN8_HUMAN COP9 signalosom

P_001013245 Rattus norvegicus Q6P4Z9 Q8VBV7 Mus musculus AAH17690 AAH21488 AAH24421 BAC37543 BAC37670 BAC40281 BAC41045 AAH63182 Rattus norvegicus BAE36948 Mus musculus BAE26735 COP9 (constitutive photomorphogenic) homolog, subunit 8 (Arabidop
AAP13731 Mus musculus COP9 signalosome subunit 8
NP_598566 Mus musculus AAL89689 COP9 signalosome subunit 8/COP9 signalosome subunit 8
P_534612 Canis familiaris XP_611709 Bos taurus PREDICTED: similar to COP9 signalosome complex subunit 8 (Signalosome subunit 8) (SGN8) (JAB1-containing signalosome subunit 8) (COP9 homolog) (hCOP9)/PREDICTED: similar to COP9 signalosome complex su
XP_877350 Bos taurus XP_592083 PREDICTED: similar to COP9 signalosome complex subunit 8 (Signalosome subunit 8) (SGN8) (JAB1-containing signalosome subunit 8) (COP9 homolog) (hCOP9) isoform 2/PREDICTED: similar to COP9 signalosome complex subunit 8 (
XP_421877 Gallus gallus PREDICTED: similar to COP9 signalosome subunit 8 isoform 1
5@-NP_989106 Xenopus tropicalis Q6P637 AAH62497 CAJ81631 COP9 signalosome subunit 8 isoform 1/CSN8_XENTR COP9 signalosome complex subunit 8 (Signalosome subunit 8) /COP9 signalosome subunit 8 isoform 1 /COP9 constitutive photomorphogenic homolog subunit
AAH81245 Xenopus laevis Cops8-prov protein
36 65 Q6GQA6 Xenopus laevis AAH72840 CSN8_XENLA COP9 signalosome complex subunit 8 (Signalosome subunit 8)/MGC80215 protein
70 NP_956523 Danio rerio Q7ZUZ0 AAH46071 AAH71487 COP9 signalosome subunit 8/CSN8_BRARE COP9 signalosome complex subunit 8 (Signalosome subunit 8) /COP9 signalosome subunit 8 /Cops8 protein
XP_791901 Strongylocentrotus purpuratus PREDICTED: similar to COP9 signalosome complex subunit 8 (Signalosome subunit 8) (SGN8) (JAB1-containing signalosome subunit 8) (COP9 homolog) (hCOP9)
29 XP_391971 Apis mellifera PREDICTED: similar to MGC80215 protein
24 AAX26985 Schistosoma japonicum SJCHGC05030 protein
— NP_723378 Drosophila melanogaster NP_476918 Q7KTH8 AAS15654 AAF52651 AAN10662 CG13383-PB, isoform B/CG13383-PA, isoform A /CSN8_DROME COP9 signalosome complex subunit 8 (Signalosome subunit 8) (Dch8)/SD12355p /CG13383-PA, isoform A /CG13383-PB, isofo
EASO05035 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00840040

100 ——————XP_747251 Aspergillus fumigatus Af293 EAL85213 COP9 signalosome subunit 8/COP9 signalosome subunit 8 (CsnH), putative

L————BAE65549 Aspergillus oryzae unnamed protein product

XP_643634 Dictyostelium discoideum AX4 AAS38790 Dictyostelium discoideum EAL69486 ABC46700 hypothetical protein DDB0167123/similar to Homo sapiens (Human). HCOP9 (COP9 homolog) /hypothetical protein DDB0167123 /COP9 signalosome complex subunit 8
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