
AT5G64920 = NP_201297 Q9SPL2 AAD56636 BAA97304 AAL91168 AAP42743 CIP8 (COP1-INTERACTING PROTEIN 8); protein binding/zinc ion binding /CIP8_ARATH Ubiquitin-protein ligase CIP8 (COP1-interacting protein 8) /COP1-interacting protein CIP8 /COP1-interact
XP_482827 Oryza sativa (japonica cultivar-group) BAD10697 unknown protein/unknown protein

BAA77204 Cicer arietinum ring finger protein
AT5G15820 = NP_197086 CAC01781 AAL15297 AAM47324 protein binding/ubiquitin-protein ligase/zinc ion binding /putative protein /AT5g15820/F14F8_200 /AT5g15820/F14F8_200

AT3G02340 = NP_186883 AAG12602 AAP12856 protein binding/ubiquitin-protein ligase/zinc ion binding /RING zinc-finger protein, putative; 7563-8792 /At3g02340
AT5G08139 = NP_850790 CAB93715 AAL25539 AAN38702 BAC42311 BAD95088 BAD93876 protein binding/ubiquitin-protein ligase/zinc ion binding /putative protein /AT5g08140/T22D6_80 /At5g08140/T22D6_80 /unknown protein /hypothetical protein /hypothetical prot

AT5G60820 = NP_200890 BAB10102 protein binding/ubiquitin-protein ligase/zinc ion binding /unnamed protein product
Smo_CIP8_33_1 Smo_CIP8_19_1

Smo_CIP8_58_1 Smo_CIP8_64_1
ABA95658 Oryza sativa (japonica cultivar-group) Zinc finger, C3HC4 type, putative

ABA91189 Oryza sativa (japonica cultivar-group) Zinc finger, C3HC4 type, putative
AT5G01980 = NP_195818 CAB82971 BAD44181 AAY25402 protein binding/ubiquitin-protein ligase/zinc ion binding /putative protein /unknown protein /At5g01980

XP_483061 Oryza sativa (japonica cultivar-group) BAD09331 BAD09411 zinc finger protein family-like/zinc finger protein family-like /zinc finger protein family-like
XP_467586 Oryza sativa (japonica cultivar-group) BAD16094 zinc finger -like/zinc finger -like

Ppa_CIP8_44_1
Ppa_CIP8_53_1
Ppa_CIP8_45_1

Smo_CIP8_2_1
Smo_CIP8_1_2 Smo_CIP8_72_2
AT3G19950 = NP_188629 BAB01310 AAM19951 AAN18152 protein binding/ubiquitin-protein ligase/zinc ion binding /unnamed protein product /AT3g19950/MPN9_19 /At3g19950/MPN9_19

NP_922075 Oryza sativa (japonica cultivar-group) AAL59019 AAP54362 putative zinc finger protein/putative zinc finger protein /zinc finger protein, putative
BAD69377 Oryza sativa (japonica cultivar-group) BAD67937 putative ring finger protein 126 isoform 1/putative ring finger protein 126 isoform 1

AT1G55530 = NP_564693 AAD10644 AAK62663 AAL11572 AAN18071 protein binding/ubiquitin-protein ligase/zinc ion binding /Unknown protein /At1g55530/T5A14_7 /At1g55530/T5A14_7 /At1g55530/T5A14_7
AT3G13430 = NP_001030687 NP_187951 BAB01747 AAR20783 AAS47667 protein binding/ubiquitin-protein ligase/zinc ion binding /protein binding /ubiquitin-protein ligase/zinc ion binding /unnamed protein product /At3g13430 /At3g13430

AAT77283 Oryza sativa (japonica cultivar-group) hypothetical protein
XP_470057 Oryza sativa (japonica cultivar-group) AAP73861 AAR89864 unknown protein/unknown protein /putative ring finger protein

NP_912983 Oryza sativa (japonica cultivar-group) BAA88184 unnamed protein product/zinc finger protein -like
AT5G56340 = NP_200445 BAB11261 AAL36261 AAM14133 protein binding/ubiquitin-protein ligase/zinc ion binding /unnamed protein product /unknown protein /unknown protein

AT1G26800 = NP_564263 AAF87040 AAK32806 AAK96609 AAL05897 AAM63417 protein binding/ubiquitin-protein ligase/zinc ion binding /T24P13.19 /At1g26800/T24P13_21 /At1g26800/T24P13_21 /At1g26800/T24P13_21 /unknown
ABD33128 Medicago truncatula Zinc finger, RING-type; Thioredoxin-related

XP_493879 Oryza sativa (japonica cultivar-group) AAK73147 Oryza sativa AAU44196 Oryza sativa (japonica cultivar-group) putative RING-H2 finger protein/putative RING-H2 finger protein /putative ring-H2 finger protein
NP_914351 Oryza sativa (japonica cultivar-group) BAD87366 putative RING-H2 finger protein RHC2a/RING-H2 finger protein-like

NP_912399 Oryza sativa (japonica cultivar-group) AAP06871 unknown protein/unknown protein
AT2G39720 = NP_030517 AAB87121 AAC69860 AAL67118 AAM16172 AAM67317 RHC2A; protein binding/ubiquitin-protein ligase/zinc ion binding /expressed protein /RING-H2 finger protein RHC2a /At2g39720/T5I7.2 /At2g39720/T5I7.2 /unknown

AT3G46620 = NP_190246 CAB62332 AAM13202 AAP68298 protein binding/ubiquitin-protein ligase/zinc ion binding /putative protein /putative protein /At3g46620
AT5G59550 = NP_568910 BAA97489 AAK96615 AAL36069 protein binding/ubiquitin-protein ligase/zinc ion binding /unnamed protein product /AT5g59550/f2o15_210 /AT5g59550/f2o15_210

AT2G40830 = NP_973651 NP_973652 NP_565942 AAB86443 AAC69854 AAM98130 AAP42739 RHC1A; protein binding/ubiquitin-protein ligase/zinc ion binding /RHC1A; protein binding /ubiquitin-protein ligase/zinc ion binding /RHC1A; protein binding /ubiquitin-prot
XP_467971 Oryza sativa (japonica cultivar-group) BAD16922 BAD17327 zinc finger -like/zinc finger -like /zinc finger -like

BAD35703 Oryza sativa (japonica cultivar-group) zinc finger-like
AT3G60080 = NP_191567 CAB75923 AAV74233 AAW78589 protein binding/ubiquitin-protein ligase/zinc ion binding /putative protein /At3g60080 /At3g60080

AT2G44330 = NP_181961 AAC16082 AAL69443 AAZ14058 protein binding/ubiquitin-protein ligase/zinc ion binding /hypothetical protein /At2g44330/F4I1.14 /At2g44330
CAG14089 Tetraodon nigroviridis unnamed protein product

CAG14084 Tetraodon nigroviridis unnamed protein product
NP_919442 Homo sapiens NP_060346 Q9BV68 BAA91254 CAB96178 AAH01442 AAH25374 ring finger protein 126 isoform 2/ring finger protein 126 isoform 1 /RN126_HUMAN RING finger protein 126/unnamed protein product /AK000559 hypothetical protein, similar to (U

XP_542219 Canis familiaris PREDICTED: similar to ring finger protein 126 isoform 2
XP_584045 Bos taurus PREDICTED: similar to ring finger protein 126

NP_001028874 Rattus norvegicus AAH99810 ring finger protein 126/Ring finger protein 126
NP_653111 Mus musculus Q91YL2 AAH16543 BAE32824 ring finger protein 126/RN126_MOUSE RING finger protein 126/Ring finger protein 126 /unnamed protein product

Q6IRP0 Xenopus laevis AAH70697 R126B_XENLA RING finger protein 126-B/MGC83223 protein
NP_001006735 Xenopus tropicalis Q6DIP3 AAH75492 CAJ81894 ring finger protein 126/RN126_XENTR RING finger protein 126/Ring finger protein 126 /ring finger protein 126

Q7T0Q3 Xenopus laevis AAH56088 R126A_XENLA RING finger protein 126-A/MGC69096 protein
AAH79688 Xenopus laevis MGC80300 protein

XP_514416 Pan troglodytes NP_055270 Homo sapiens XP_850302 Canis familiaris Q9Y4L5 Homo sapiens CAB45280 AAH54049 AAP97292 AAQ09535 AAH64903 CAI13717 PREDICTED: hypothetical protein XP_514416/Rabring 7 /PREDICTED: similar to Zinc finger protein
EAL28989 Drosophila pseudoobscura GA11309-PA
NP_649859 Drosophila melanogaster AAF54321 AAK93431 CG11982-PA/CG11982-PA /LD47007p

XP_312165 Anopheles gambiae str. PEST EAA07852 ENSANGP00000022104/ENSANGP00000022104
EAR87415 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00059280

XP_464417 Oryza sativa (japonica cultivar-group) BAD34014 unknown protein/unknown protein
Smo_CIP8_43_1

AT1G68180 = NP_176985 AAG52595 AAR20753 AAX22268 AAZ14055 protein binding/ubiquitin-protein ligase/zinc ion binding /unknown protein; 88740-88303 /At1g68180 /At1g68180 /At1g68180
NP_001011200 Xenopus tropicalis AAH87570 CAJ81968 hypothetical protein LOC496625/Hypothetical protein LOC496625 /novel protein containing RING finger

AAH73002 Xenopus laevis MGC82583 protein
XP_532978 Canis familiaris XP_865433 PREDICTED: similar to CG7694-PA isoform 1/PREDICTED: similar to CG7694-PA isoform 3

NP_057578 Homo sapiens AAF36158 AAH02803 CAG33446 AAY24343 hypothetical protein LOC51255/HSPC238 /Hypothetical protein LOC51255 /LOC51255 /unknown
XP_515588 Pan troglodytes BAD96420 Homo sapiens PREDICTED: hypothetical protein XP_515588/hypothetical protein LOC51255 variant
NP_001029682 Bos taurus AAI02231 hypothetical protein LOC515743/Hypothetical protein LOC515743

NP_001007648 Rattus norvegicus AAH79313 hypothetical protein LOC297337/Hypothetical protein LOC297337
NP_079883 Mus musculus BAB27224 BAB31462 AAH05559 AAH83119 BAE39106 BAE39174 BAE39485 BAE39684 BAE39939 BAE35371 BAE40520 hypothetical protein LOC66510/unnamed protein product /unnamed protein product /Hypothetical protein LOC66510 /RIKEN cDNA 250000

NP_956600 Danio rerio AAH50161 hypothetical protein LOC393276/Hypothetical protein MGC56424
EAL27675 Drosophila pseudoobscura GA20524-PA

NP_650729 Drosophila melanogaster AAF55568 AAN71273 CG7694-PA/CG7694-PA /LP11469p
XP_641234 Dictyostelium discoideum AX4 EAL67271 Dictyostelium discoideum hypothetical protein DDB0206368/hypothetical protein DDB0206368

Ppa_CIP8_48_1
Smo_CIP8_83_2

Ppa_CIP8_46_1
Ppa_CIP8_18_1

AT5G20910 = NP_197591 AAL91218 AAN15557 AAY57616 protein binding/ubiquitin-protein ligase/zinc ion binding /ABI3-interacting protein 2 /ABI3-interacting protein 2 /RING finger family protein
CAB75509 Arabidopsis thaliana ABI3-interacting protein 2, AIP2
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