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XP_448663 Candida glabrata CBS 138 Q6FM81 Candida glabrata CAG61626 Candida glabrata CBS 138 unnamed protein product/PP4C_CANGA Serine/threonine-protein phosphatase 4 catalytic subunit (PP4C)/unnamed protein product
P49576 Paramecium tetraurelia AAA75081 PPX1_PARTE Serine/threonine-protein phosphatase PP-X homolog /PPX homolog

64

42 XP_567161 Cryptococcus neoformans var. neoformans JEC21 EAL23261 Cryptococcus neoformans var. neoformans B-3501A AAW41342 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBA3770 /conserved hypothetical pro

56NP_004147 Homo sapiens NP_990455 Gallus gallus NP_058736 Rattus norvegicus XP_539988 Canis familiaris NP_001009552 Homo sapiens NP_059070 Mus musculus P11611 Oryctolagus cuniculus P62715 Mus musculus P48463 Gallus gallus P62714 Homo s

20 100 NP_001005443 Xenopus tropicalis CAA90704 Xenopus laevis AAH72775 AAH74551 Xenopus tropicalis protein phosphatase 2, catalytic subunit, alpha isoform/protein phosphatase 2A, catalytic subunit, beta isoform /Ppp2cb protein /Protein phosphatase 2, ¢
LAAV38333 Homo sapiens AAX41204 synthetic construct protein phosphatase 2 (formerly 2A), catalytic subunit, beta isoform/protein phosphatase 2 catalytic subunit beta isoform

XP_764611 Theileria parva strain Muguga EAN32328 Theileria parva serine/threonine protein phosphatase /serine/threonine protein phosphatase, putative
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13 3950_Cre

CAJ08835 Leishmania major protein phosphatase 2A catalytic subunit, putative
91 AT4G26720 = NP_194402 P48529 CAA80302 AAB86418 CAB36518 CAB79527 PPX1; protein serine/threonine phosphatase /PPX1_ARATH Serine/threonine-protein phosphatase PP-X isozyme 1/protein phosphatase /protein phosphatase X isoform 1 /phosphoprotein phosphat
—| 94 iAT5G55260 = NP_200337 P48528 AAB86419 BAB08595 ABD59054 PPX2; protein serine/threonine phosphatase /PPX2_ARATH Serine/threonine-protein phosphatase PP-X isozyme 2/protein phosphatase X isoform 2 /protein phosphatase X isoform 2 /At5g55260
AT5G55260 CCA80312 Arabidopsis thaliana protein phosphatase
BAD28714 Oryza sativa (japonica cultivar-group) BAD29354 putative protein phosphatase/putative protein phosphatase
Smo_FyPP3_1_1 Smo_FyPP3_2_1
Ppa_FyPP3_17_1
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EAR90430 Tetrahymena thermophila SB210 Ser/Thr protein phosphatase family protein
XP_645186 Dictyostelium discoideum AX4 AAD43137 Dictyostelium discoideum AAO52019 EAL71210 protein phosphatase 4 catalytic subunit/protein phosphatase 4 catalytic subunit /similar to Dictyostelium discoideum (Slime mold). Protein phosphatase 4 cata
100 r——CAE66496 Caenorhabditis briggsae Hypothetical protein CBG11776
L-NP_499603 Caenorhabditis elegans CAA22090 Protein PHosphatase family member (pph-4.1)/Hypothetical protein Y75B8A.30
83 88 XP_310323 Anopheles gambiae str. PEST EAA05984 ENSANGP00000015846/ENSANGP00000015846
| 100 l

NP_728342 Drosophila melanogaster NP_524803 CAA74606 AAF50905 AAM29508 AAN09547 Protein phosphatase 19C CG32505-PE, isoform E/Protein phosphatase 19C CG32505-PA, isoform A /serine /threonine specific protein phosphatase 4 /CG32505-PA, isoform A /RE58
EAL32678 Drosophila pseudoobscura GA16950-PA
100 NP_956022 Danio rerio AAH49430 protein phosphatase 4, catalytic subunit/Protein phosphatase 4, catalytic subunit
I_—XP_685097 Danio rerio PREDICTED: similar to Protein phosphatase 4, catalytic subunit isoform 1
AADO01262 Takifugu rubripes serine/threonine phosphatase
XP_687837 Danio rerio PREDICTED: similar to serine/threonine phosphatase isoform 1
NP_988943 Xenopus tropicalis AAH61369 AAH72026 Xenopus laevis hypothetical protein LOC394540/Hypothetical protein MGC75928 /MGC78774 protein
XP_708964 Danio rerio PREDICTED: similar to serine/threonine phosphatase isoform 3
XP_872909 Bos taurus NP_062648 Mus musculus XP_547067 Canis familiaris NP_002711 Homo sapiens XP_886173 Bos taurus P97470 Mus musculus S28173 Homo sapiens P60510 P11084 Oryctolagus cuniculus AAB25913 AAC96297 Mus musculus AAC96318 Hom
NP_599186 Rattus norvegicus AAH91574 protein phosphatase 4 (formerly X), catalytic subunit/Protein phosphatase 4 (formerly X), catalytic subunit
XP_886140 Bos taurus PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 11
AAV38551 Homo sapiens AAX41210 synthetic construct protein phosphatase 4 (formerly X), catalytic subunit/protein phosphatase 4 catalytic subunit
XP_886203 Bos taurus XP_593752 PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 14 /PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C
XP_886186 Bos taurus PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 13
XP_886223 Bos taurus PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 15
XP_858996 Canis familiaris PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 5
XP_886241 Bos taurus PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 16
XP_858953 Canis familiaris PREDICTED: similar to Serine/threonine protein phosphatase 4 catalytic subunit (PP4C) (Pp4) (Protein phosphatase X) (PP-X) isoform 4
NP_588420 Schizosaccharomyces pombe 972h- P36614 Schizosaccharomyces pombe CAA79358 BAA02865 CAA20786 hypothetical protein SPCC1739.12/PPE1_SCHPO Serine/threonine-protein phosphatase ppel (Phosphatase esp1) /type2A-like protein phosphatase /protein
100 XP_710419 Candida albicans SC5314 XP_710408 EAK91146 EAK91157 calcineurin-like phosphoesterase/calcineurin-like phosphoesterase /potential type 2A-related protein phosphatase /potential type 2A-related protein phosphatase
71 100 XP_459045 Debaryomyces hansenii CBS767 CAG87213 hypothetical protein DEHAOD14410g/unnamed protein product
—XP_453227 Kluyveromyces lactis NRRL Y-1140 CAA60955 Kluyveromyces lactis CAH00323 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/protein serine/threonine phosphatase /unnamed protein product
100 iﬁ— NP_985059 Eremothecium gossypii AAS52883 Ashbya gossypii ATCC 10895 AER202Cp/AER202Cp

100

86

[N

71 p XP_448282 Candida glabrata CBS 138 CAG61243 unnamed protein product/unnamed protein product
NP_010236 Saccharomyces cerevisiae P20604 AAA56864 CAA96442 CAA98609 Type 2A-related serine-threonine phosphatase that functions in the G1/S transition of the mitotic cycle; cytoplasmic and nuclear protein that modulates functions mediated by Pkcip i

72

100 —XP_751030 Aspergillus fumigatus Af293 EAL88992 TOR signalling pathway phosphatase SitA/TOR signalling pathway phosphatase (SitA), putative
98 | LBAE58980 Aspergillus oryzae unnamed protein product
T51050 Neurospora crassa T51050 probable phosphoprotein phosphatase (EC 3.1.3.16) B12F1.20
XP_758592 Ustilago maydis 521 EAK83483 hypothetical protein UM02445.1/hypothetical protein UM02445.1

XP_570543 Cryptococcus neoformans var. neoformans JEC21 EAL21390 Cryptococcus neoformans var. neoformans B-3501A AAW43236 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBD0860 /conserved hypothetical pro
AAH94109 Xenopus laevis Unknown (protein for MGC:114734)
L P_001017110 Xenopus tropicalis XP_851294 Canis familiaris NP_002712 Homo sapiens NP_077171 Mus musculus NP_598273 Rattus norvegicus NP_957299 Danio rerio XP_588314 Bos taurus XP_863449 Canis familiaris 0©00743 Homo sapiens Q9CQR6 Mus
55346 Rattus norvegicus B55346 phosphoprotein phosphatase (EC 3.1.3.16) PPV - rat
XP_536672 Canis familiaris PREDICTED: similar to Serine/threonine protein phosphatase 6 (PP6)
Q64620 Rattus norvegicus CAA54453 PPP6_RAT Serine/threonine-protein phosphatase 6 (PP6) (Protein phosphatase V) (PP-V)/protein phosphatase V
78 CAG32343 Gallus gallus hypothetical protein
XP_394400 Apis mellifera PREDICTED: similar to protein phosphatase V

100
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08 %l XP_311859 Anopheles gambiae str. PEST EAA07900 ENSANGP00000018205/ENSANGP00000018205

100 r——NP_511061 Drosophila melanogaster Q27884 CAA53588 AAF46163 AAM51039 AAX33378 Protein phosphatase V CG12217-PA/PPV_DROME Serine/threonine-protein phosphatase PP-V/protein phosphatase V; serine /threonine specific protein phosphatase /CG12217-PA /SD012
L—EAL32661 Drosophila pseudoobscura GA11484-PA

AAW82477 Schistosoma japonicum serine/threonine specific protein phosphatase
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XP_645278 Dictyostelium discoideum AX4 AAD51079 Dictyostelium discoideum AAS45356 EAL71211 protein phosphatase 6 catalytic subunit/protein phosphatase 6 catalytic subunit /similar to Dictyostelium discoideum (Slime mold). Protein phosphatase 6 cata
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gnl|CMER|CMDO083C_probable_serine/threonine_protein_phosphatase
5218_Cre

77 {Ppa_FyPP3_8_1
100
86 Ppa_FyPP3_9_1
100 Smo_FyPP3_15_1 Smo_FyPP3_22_1

NP_917035 Oryza sativa (japonica cultivar-group) BAB84606 putative Ser/Thr protein phosphatase /putative phosphoprotein phosphatase
AAM21172 Pisum sativum serine/threonine protein phosphatase 2A
202340A Malus x domestica CAA87385 2202340A Ser/Thr protein phosphatase/Ser/Thr protein phosphatase homologous to PPX
AT1G50370 = NP_175454 AAD50050 AAL16304 AAM64970 AAV97795 hydrolase/protein serine/threonine phosphatase /phosphoprotein phosphatase /At1g50370/F1413_10 /phosphoprotein phosphatase /At1g50370
AT3G19980 = NP_188632 BAB03163 AAK69404 AAL36043 AAM19930 ATFYPP3 (SERINE/THREONINE PROTEIN PHOSPHATASE); protein serine/threonine phosphatase /phosphoprotein phosphatase /serine/threonine protein phosphatase /AT3g19980/MZE19_3 /AT3g19980/MZE19_3
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59 | EAR82140 Tetrahymena thermophila SB210 Ser/Thr protein phosphatase family protein

EAS01509 Tetrahymena thermophila SB210 predicted protein

41 [ EAR90488 Tetrahymena thermophila SB210 Ser/Thr protein phosphatase family protein

AAP15160 /sotricha sp. BBF-2003 protein phosphatase 187

YP_054075 Paramecium tetraurelia CAH03344 Protein phosphatase, putative/Protein phosphatase, putative
99XP_730155 Plasmodium yoelii yoelii str. 17XNL XP_741714 Plasmodium chabaudi chabaudi EAA21720 Plasmodium yoelii yoelii CAH84708 Plasmodium chabaudi serine/threonine protein phosphatase /serine/threonine protein phosphatase /Serine/threonine pro
100 XP_675392 Plasmodium berghei strain ANKA CAI04599 Plasmodium berghei serine/threonine protein phosphatase /serine/threonine protein phosphatase, putative
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I—NP7473254 Plasmodium falciparum 3D7 CAB38970 serine/serine; serine/threonine protein phosphatase, putative

XP_654528 Entamoeba histolytica HM-1:IMSS EAL49142 protein phosphatase/protein phosphatase, putative
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