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AAC36343 Arabidopsis thaliana AJH2
AT1G71230 = NP_177279 Q9FVU9 AAG51882 AAL06468 AAL58104 AAM70525 AJH2/CSN5A_ARATH COP9 signalosome complex subunit 5a (Signalosome subunit 5a) (Jun activation domain-binding homolog 2)/c-Jun coactivator-like protein (AJH2); 90304-88609 /At1g71230/F3100

AAC36344 Arabidopsis thaliana AJH1 
AT1G22920 = NP_173705 NP_973890 Q8LAZ7 AAB72159 AAB96974 AAL58105 AJH1/AJH1 /CSN5B_ARATH COP9 signalosome complex subunit 5b (Signalosome subunit 5b) (Jun activation domain-binding homolog 1) /similar to Jun activation domain binding protein /JAB1 /86
AAM65053 Arabidopsis thaliana putative JUN kinase activator protein　100

78

AAC26484 Medicago sativa putative JUN kinase activation domain binding protein
AAG43411 Lycopersicon esculentum JAB51

97

XP_474166 Oryza sativa (japonica cultivar-group) AAC33765 Oryza sativa (indica cultivar-group) BAB72093 Oryza sativa BAC22747 Oryza sativa (japonica cultivar-group) CAE01552 CAE03401 OSJNBb0022F16.7/jab1 protein /JUN-activation-domain-binding p

70

Smo_AJH2_1_1 Smo_AJH2_5_1
Ppa_AJH2_1_1

Ppa_AJH2_2_1100
70

100

3841_Cre

77

XP_638491 Dictyostelium discoideum AX4 EAL65137 Dictyostelium discoideum ABC46697 hypothetical protein DDB0186089/hypothetical protein DDB0186089 /COP9 signalosome complex subunit 5
AAD03468 Homo sapiens 38 kDa Mov34 homolog

AAB16847 Homo sapiens Jun activation domain binding protein
XP_522159 Pan troglodytes XP_535093 Canis familiaris NP_001020866 Rattus norvegicus NP_006828 Homo sapiens XP_583747 Bos taurus NP_038743 Mus musculus O35864 Q92905 Homo sapiens AAD03470 Mus musculus AAC17179 AAF61318 AAH01187 Homo sapi59

62

NP_001034400 Gallus gallus CAG31470 hypothetical protein LOC426579/hypothetical protein
71

CAG00664 Tetraodon nigroviridis unnamed protein product
56

Q6GLM9 Xenopus laevis AAH74434 CSN5_XENLA COP9 signalosome complex subunit 5 (Signalosome subunit 5)/MGC84682 protein
NP_989109 Xenopus tropicalis Q6P635 AAH62499 CAJ82897 COP9 signalosome subunit 5/CSN5_XENTR COP9 signalosome complex subunit 5 (Signalosome subunit 5) /COP9 signalosome subunit 5 /COP9 constitutive photomorphogenic homolog subunit 5 (Arabidopsis)87
NP_957019 Danio rerio Q6PC30 AAH59493 COP9 constitutive photomorphogenic homolog subunit 5/CSN5_BRARE COP9 signalosome complex subunit 5 (Signalosome subunit 5)/COP9 constitutive photomorphogenic homolog subunit 554

100

XP_784404 Strongylocentrotus purpuratus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 5

100

XP_623836 Apis mellifera XP_623806 PREDICTED: similar to Hypothetical protein MGC73130/PREDICTED: similar to Hypothetical protein MGC73130
XP_312032 Anopheles gambiae str. PEST EAA08009 ENSANGP00000018752/ENSANGP00000018752

EAL28529 Drosophila pseudoobscura GA13321-PA
AAD28608 Drosophila melanogaster COP9 signalosome subunit 5 CSN5

NP_477442 Drosophila melanogaster Q9XZ58 AAF55321 AAD27862 COP9 complex homolog subunit 5 CG14884-PA/CSN5_DROME COP9 signalosome complex subunit 5 (Signalosome subunit 5) (Dch5) (JAB1 homolog)/CG14884-PA /LD14392p48
100

100
75

100

CAE72673 Caenorhabditis briggsae Hypothetical protein CBG19889
NP_500841 Caenorhabditis elegans P91001 AAB37991 COP-9 SigNalosome subunit family member (csn-5)/CSN5_CAEEL COP9 signalosome complex subunit 5 (Signalosome subunit 5) (JAB1 homolog)/Cop-9 signalosome subunit protein 5100

XP_460518 Debaryomyces hansenii CBS767 Q6BMQ3 Debaryomyces hansenii CAG88831 Debaryomyces hansenii CBS767 hypothetical protein DEHA0F03872g/CSN5_DEBHA COP9 signalosome complex subunit 5/unnamed protein product
XP_755961 Aspergillus fumigatus Af293 Q4WZP2 Aspergillus fumigatus EAL93923 Aspergillus fumigatus Af293 COP9 signalosome subunit 5 CsnE/CSN5_ASPFU COP9 signalosome complex subunit 5/COP9 signalosome subunit 5 (CsnE), putative
BAE61323 Aspergillus oryzae unnamed protein product54
XP_659733 Aspergillus nidulans FGSC A4 Q5BBF1 Emericella nidulans AAM95164 EAA64961 Aspergillus nidulans FGSC A4 hypothetical protein AN2129.2/CSN5_EMENI COP9 signalosome complex subunit 5/COP9 signalosome subunit 5 /hypothetical protein AN2129.2100

XP_956786 Neurospora crassa N150 XP_322553 Neurospora crassa Q7RXX8 EAA27550 ABB36583 hypothetical protein/hypothetical protein /CSN5_NEUCR COP9 signalosome complex subunit 5 /hypothetical protein /CSN-5
XP_382760 Gibberella zeae PH-1 Q4IJM4 Gibberella zeae EAA67431 Gibberella zeae PH-1 hypothetical protein FG02584.1/CSN5_GIBZE COP9 signalosome complex subunit 5 /hypothetical protein FG02584.1

XP_359503 Magnaporthe grisea 70-15 hypothetical protein MG05274.483
99

100

XP_567446 Cryptococcus neoformans var. neoformans JEC21 Q5KAB0 Filobasidiella neoformans EAL18470 Cryptococcus neoformans var. neoformans B-3501A AAW45929 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/CSN5_CRYNE COP9 signal
XP_759906 Ustilago maydis 521 Q4P804 Ustilago maydis EAK84794 Ustilago maydis 521 hypothetical protein UM03759.1/CSN5_USTMA COP9 signalosome complex subunit 5/hypothetical protein UM03759.160
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