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AT1G01510 = NP_563629 CAA73306 CAA73307 AAF81310 AAL24311 AAN15474 AN (ANGUSTIFOLIA)/dehydrogenase /Junnamed protein produ

96
91 BAC58020 [pomoea nil BAC58021 angustifolia/angustifolia
NP_922499 Oryza sativa (japonica cultivar-group) AAM88629 AAP54786 putative glyoxylate reductase/putative glyoxylate reduc

88
AAM19105 Oryza sativa (japonica cultivar-group) Putative C-terminal binding protein

100
100 Ppa_AN_4_1 < Ppa—ANt842678++3—+  |ow quality sequence

Ppa_AN_13_1

Ppa_AN_1_1 EST
Smo_AN_2_1 «=Smmo—AN—t—1 Smo_AN_3_1 (pt1)
BAC81144 Marchantia polymorpha BAC81145 BAC81146 C-terminal binding protein/C-terminal binding protein /short C-terminal b

BAE42587 Mus musculus unnamed protein product
2124425A Rattus norvegicus 2124425A CtBP protein
P_001012632 Homo sapiens NP_001319 1MX3 Q13363 AAC62822 AAD14597 AAH11655 AAH53320 AAY40989 AAH98400 C-terminal binding p

NP_038530 Mus musculus NP_062074 Rattus norvegicus 088712 Mus musculus Q9Z2F5 Rattus norvegicus 1HL3 1THKU CAA09219 M

8 BAE35946 Mus musculus unnamed protein product
XP_590771 Bos taurus PREDICTED: similar to C-terminal binding protein 1 isoform 2

XP_855070 Canis familiaris PREDICTED: similar to C-terminal binding protein 1 (CtBP1) (C-terminal binding protein 3) (CtBP
\QI9YHUO Xenopus laevis AAD14596 CTBP_XENLA C-terminal binding protein (CtBP)/C-terminal binding protein
AAHB4082 Xenopus laevis LOC494997 protein

NP_001007907 Xenopus tropicalis AAH80343 MGC79613 protein/MGC79613 protein

P_001012908 Gallus gallus CAG32297 C-terminal binding protein 1/hypothetical protein

AAX55650 Coturnix coturnix C-terminal binding protein 1

XP_687897 Danio rerio PREDICTED: similar to CtBP1 protein

NP_571789 Danio rerio AAH45280 C-terminal binding protein 1/C-terminal binding protein 1

XP_701985 Danio rerio BAB19678 PREDICTED: hypothetical protein XP_696893/CtBP1

CAG31015 Gallus gallus hypothetical protein
99 QIW758 Xenopus laevis AAD41370 AAH76800 CTBPB_XENLA C-terminal binding protein B (TCF-3 corepressor CtBP) (XCtBP)/Tcf-3 co-

NP_001016866 Xenopus tropicalis CAJ82508 C-terminal binding protein 2/Novel protein similar to human C-terminal binding pr
NP_001008196 Xenopus tropicalis AAH82524 MGC89516 protein/MGC89516 protein

6¢—NP_001015064 Danio rerio AAX20025 ribeye b protein/ribeye b protein
NP_571790 Danio rerio BAB19679 AAH45361 AAH56327 AAH66380 AAH66374 AAX20023 AAX20024 C-terminal binding protein 2/CtBP2 /C

99

84

CAG13338 Tetraodon nigroviridis unnamed protein product

5pAAC40043 Mus musculus C-terminal binding protein 2
INP_445787 Rattus norvegicus NP_034110 Mus musculus P56546 AAC33873 BAA85181 AAG45952 Rattus norvegicus AAH13333 Mus mu

98

AAH37900 Homo sapiens CTBP2 protein

P_073713 Homo sapiens AAG45951 C-terminal binding protein 2 isoform 2/ribeye

NP_001320 Homo sapiens P56545 AAC39603 AAH02486 AAH47018 AAH52276 AAP35658 AAP36412synthetic construct AAH72020 Homo sa
NP_783643 Bos taurus AAG45953 C-terminal binding protein 2/ribeye

XP_421817 Gallus gallus PREDICTED: similar to C-terminal binding protein 2 isoform 2; ribeye

AAX55649 Coturnix coturnix C-terminal binding protein 2

l——XP_780717 Strongylocentrotus purpuratus PREDICTED: similar to C-terminal binding protein 1 (CtBP1)
XP_308122 Anopheles gambiae str. PEST XP_308123 XP_308121 EAA45504 EAA03909 EAA45505 ENSANGP00000023489/ENSANGP00000025167

100
100
NP_731762 Drosophila melanogaster NP_524336 NP_001014617 NP_731763 NP_731764 046036 CAA12074 BAA25287 AAF54891 AAF54892 AAL

XP_392682 Apis mellifera PREDICTED: similar to C-terminal binding protein (CtBP protein) (dCtBP)
100 ——CAE68813 Caenorhabditis briggsae Hypothetical protein CBG14767
L———NP_508983 Caenorhabditis elegans T34290 AAC69110 F49E10.5/T34290 hypothetical protein F4A9E10.5 - Caenorhabditis elegans/Hy
ZP_00277169 Burkholderia xenovorans LB400 COGO111: Phosphoglycerate dehydrogenase and related dehydrogenases
7P 00134108 Actinobacillus pleuropneumoniae serovar 1 str. 4074 COG1052: Lactate dehydrogenase and related dehydrogenases

100
7P 00732886 Actinobacillus succinogenes 130Z EAO50043 lactate dehydrogenase and related dehydrogenases/lactate dehydrogena
XP_384200 Gibberella zeae PH-1 EAA73492 hypothetical protein FG04024.1/hypothetical protein FG04024.1

51
—1 YP_056912 Propionibacterium acnes KPA171202 AAT83954 D-isomer specific 2-hydroxyacid dehydrogenase, putative D-3-phosphogl
89 ZP_00613685 Mesorhizobium sp. BNC1 EAN05466 Phosphoglycerate dehydrogenase/Phosphoglycerate dehydrogenase
100 —ZP_00960504 Roseovarius nubinhibens ISM EAP76075 2-hydroxyacid dehydrogenase/2-hydroxyacid dehydrogenase
4 ZP_00629674 Paracoccus denitrificans PD1222 EAN67237 Glycolate reductase/Glycolate reductase
74 3 98 —ZP_00918545 Rhodobacter sphaeroides ATCC 17029 YP_352368 Rhodobacter sphaeroides 2.4.1 ABA78467 EAP68272 Rhodobacter sph
P_00913595 Rhodobacter sphaeroides ATCC 17025 EAP65062 Glycolate reductase/Glycolate reductase
100 ZP_01003291 Loktanella vestfoldensis SKA53 EAQ06828 2-hydroxyacid dehydrogenase/2-hydroxyacid dehydrogenase
76 ZP_01054845 Roseobacter sp. MED193 EAQ47336 2-hydroxyacid dehydrogenase/2-hydroxyacid dehydrogenase
ZP_00620897 Silicibacter sp. TM1040 EAN57235 Phosphoglycerate dehydrogenase/Phosphoglycerate dehydrogenase

65

100

0.100



