RDR6SDE1SGS2.109(At3g49500): partial tree
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71 aa residues 25 OTU included.

Partial tree including AT2G05370 = NP_178605 AAD32900 unknown protein/hypothetical protein AAO11660 Arabidopsis thaliana AAX55107 hypothetical protein/hypothetical protein At2g05370
Assemble Job Id: VNQgLP

Tree job id: 6kd8DL

BP values out of 100
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AT3G49500 = NP_190519 CAB71285 AAF73959 AAF74208 AAG52184 RDR6 (RNA-DEPENDENT RNA POLYMERASE 6); nucleic acid binding/RNA-directed RNA polymerase-like protein /SGS2 /RNA-dependent RNA polymerase /putative RNA-directed RNA polymerase; 73997-69985

Lr 100 -AF2605370 = NP_178605 AAD32900 unknown protein/hypothetical protein

99 L———AAO11660 Arabidopsis thaliana AAX55107 hypothetical protein/hypothetical protein At2g05370
59 NP_918046 Oryza sativa (japonica cultivar-group) BAC00725 putative RNA-directed RNA polymerase/putative RNA-dependent RNA polymerase
— AAU21242 Nicotiana benthamiana putative RNA-dependent RNA polymerase SDE1

AUB9739 Solanum tuberosum RNA-directed RNA polymerase-like
AT39936 Solanum demissum AAU89756 Solanum tuberosum putative RNA-directed RNA polymerase/RNA-directed RNA polymerase-like
55 99 | gBAAT38687 Solanum demissum RNA-directed RNA polymerase
100 AAT38684 Solanum demissum AAU89734 Solanum tuberosum AAU90307 RNA-directed RNA polymerase/RNA-directed RNA polymerase-like /RNA-directed RNA polymerase
95 CAA71421 Lycopersicon esculentum RNA-directed RNA polymerase

CAA09697 Nicotiana tabacum RNA-directed RNA polymerase
21 97 AT1G14790 = NP_172932 AAF79241 AAN64409 RDR1 (RNA-DEPENDENT RNA POLYMERASE 1); RNA-directed RNA polymerase/nucleic acid binding /F10B6.19 /RNA-dependent RNA polymerase 1
61 96 AAR91036 Hordeum vulgare subsp. vulgare RNA-directed RNA polymerase 1

—|_—AAR91037 Hordeum vulgare subsp. vulgare RNA-directed RNA polymerase 2

XP_472792 Oryza sativa (japonica cultivar-group) CAE04828 OSJNBb0048E02.13/OSJNBb0048E02.13
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26 Ppa_RDR6SDE1SGS2_2_1

Smo_RDR6SDE1SGS2_8_1

EAS06076 Tetrahymena thermophila SB210 RNA dependent RNA polymerase family protein

99 ——NP_495713 Caenorhabditis elegans CAA88315 CAA91312 RNA-dependent RNA polymerase Family family member (rrf-3)/Hypothetical protein F10B5.7 /Hypothetical protein F10B5.7
L CAE57720 Caenorhabditis briggsae Hypothetical protein CBG00730
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