RDR4(At2g19920): global tree
File name:RDR4.njtree1.svg

441 aa residues 38 OTU included. Excluded entries
Results of 3 partial trees included. Smo_RDR4719936391_1: identical to contig2
Assemble Job 1d:5y6s94 AAC62124.1} hypothetical protein [Arabidopsis thaliana]: identical to RDR4

Tree job id: AlhyKe

BP values out of 100

Analyzed by mobara@nibb.ac.jp
Date: Thu Jul 27 16:56:09 JST 2006

82 AT2G19920 = NP_179582 RNA-directed RNA polymerase (RDR4)
100 |_|:AT2G19910 = NP_179581 RNA-directed RNA polymerase (RDR3)
95 I—AT2(':|‘19930 = NP_179583 RNA-directed RNA polymerase (RDR5)
100 —NP_913148 Oryza sativa (japonica cultivar-group) P0419B01.14
100 — L NP_913147 Oryza sativa (japonica cultivar-group) P0419B01.13 )
Ppa_RDR4_4 1 —Ppa RDR4_3_1—Ppa_RDR4_1_1 (Ppa_RDR4_3_1 and Ppa_RDR4_1_1 may be N and C terminal part of one gene)

90 |
100 ;Smo_RDR4_5_1

LSmo_RDR4_3_1

AAU89734 Solanum tuberosum RNA-directed RNA polymerase-like
AT38754 Solanum demissum RNA-directed RNA polymerase

AAU90307 Solanum tuberosum RNA-directed RNA polymerase

AAT38684 Solanum demissum RNA-directed RNA polymerase

8 AAU89754 Solanum tuberosum RNA-directed RNA polymerase-like
41)0 AAT38687 Solanum demissum RNA-directed RNA polymerase
- L.CAA71421 Lycopersicon esculentum RNA-directed RNA polymerase —Smo_RDR4_2_1
100 L—CAAQ9697 Nicotiana tabacum RNA-directed RNA polymerase :ISDmO_RRDDRF:lg_9465197372 1
99 | CAA09896 Petunia x hybrida RNA-directed RNA polymerase pa_ -
(@ioo% 100 |AT1G14790 = NP_172932 AAF79241 RDR1 (RNA-DEPENDENT RNA POLYMERASE 1); RNA-directed RNA polymerase/nucleic acid binding /F10B6.19 (RDR1)
100 I:AAR91036 Hordeum vulgare subsp. vulgare RNA-directed RNA polymerase 1
99 AAR91037 Hordeum vulgare subsp. vulgare RNA-directed RNA polymerase 2

<« 08 AT4G11130 = NP_192851 AAC35535 CAB43048 CAB81214 RDR2 (RNA-DEPENDENT RNA POLYMERASE 2); RNA-directed RNA polymerase/similar to hypothetical proteins in Schizosaccharomyces pombe (GB:Z98533) and C. elegans (GB:Z48334 and Z78419) /putative RNA-directe (RDR2)
96 @AU21243 Nicotiana benthamiana putative RNA-dependent RNA polymerase RARP2
XP_472792 Oryza sativa (japonica cultivar-group) CAE04828 OSJNBbO048E02.13/0SIJNBbO048E02.13 —Smo_RDR4_1.1
<« 100 AT3G49500 = NP_190519 CAB71285 AAF73959 AAG52184 RDR6 (RNA-DEPENDENT RNA POLYMERASE 6); nucleic acid binding/RNA-directed RNA polymerase-like protein /SGS2 /putative RNA-directed RNA polymerase; 73997-69985 (RDR6)
AAF74208 idopsic-thatian NA-pelymerase —Ppa_RDR4_2_1

I—NP_918046 Oryza sativa (japonica cultivar-group) BAC00725 putative RNA-directed RNA polymerase/putative RNA-dependent RNA polymerase
36 EAS06076 Tetrahymena thermophila SB210 RNA dependent RNA polymerase family protein
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