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AT4G25340 = NP_567717 AAL09783 AAN28917 FK506 binding/peptidyl-prolyl cis-trans isomerase /AT4g25340/T30C3_20 /At4g25340/T30C3_20
AAH48067 Danio rerio LOC561131 protein

XP_738855 Plasmodium chabaudi chabaudi CAH87187 Plasmodium chabaudi hypothetical protein/conserved hypothetical protein
Q26486 Spodoptera frugiperda AAA58962 FKBP4_SPOFR 46 kDa FK506-binding nuclear protein (Peptidyl-prolyl cis-trans isomerase) (PPIase) (Rotamase)/immunophilin FKBP46

AAY86706 Bombyx mori 45 kDa immunophilin FKBP4599
YP_053939 Paramecium tetraurelia CAH03208 DNA-binding protein, putative/DNA-binding protein, putative

EAR91068 Tetrahymena thermophila SB210 hypothetical protein TTHERM_0042989023
CAJ07064 Leishmania major RNA binding protein, putative

XP_823584 Trypanosoma brucei TREU927 AAC47134 Trypanosoma brucei AAX69364 AAZ12847 hypothetical protein Tb927.8.760/Nopp44/46/nucleolar RNA-binding protein /nucleolar RNA-binding protein77
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58

XP_463594 Oryza sativa (japonica cultivar-group) histone deacetylase HD2-like protein
BAD82326 Oryza sativa  (japonica cultivar-group) putative histone deacetylase 2 isoform b97

BAD82329 Oryza sativa (japonica cultivar-group) putative histone deacetylase 2 isoform b17

1714323A Caenorhabditis elegans P05690 CAA39669 1714323A vitellogenin:ISOTYPE=2/VIT2_CAEEL Vitellogenin 2 precursor /vitellogenin
NP_508868 Caenorhabditis elegans NP_509305 P55155 AAA98720 AAB52675 C42D8.2/VITellogenin structural genes (yolk protein genes) family member (vit-1) /VIT1_CAEEL Vitellogenin 1 precursor /Vitellogenin structural genes (yolk protein genes) protein 2 /V100
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AAF70196 Oryza sativa putative histone deacetylase HD2
XP_476044 Oryza sativa (japonica cultivar-group) AAU10714 AAW57802 unknown protein/putative histone deacetylase HD2 /putative histone deacetylase HD2100
Q9M4U5 Zea mays AAF68624 HD2B_MAIZE Histone deacetylase 2b (HD2b) (Zm-HD2b)/histone deacetylase 2 isoform b

O24591 Zea mays Q9M4U4 AAB63262 AAC61674 AAF68625 HD2A_MAIZE Histone deacetylase 2a (HD2a) (Zm-HD2a) (Nucleolar histone deacetylase HD2-p39)/HD2C_MAIZE Histone deacetylase 2c (HD2c) (Zm-HD2c)/nucleolar histone deacetylase HD2-p39 /histone deacetylase84
96

AAK67143 Zea mays HD2 type histone deacetylase HDA106
47

Q6V9I6 Solanum chacoense AAQ24532 ABB55369 Solanum tuberosum HD2A_SOLCH Histone deacetylase 2a (HD2a) (ScHD2a)/histone deacetylase /histone deacetylase 2a-like
25

BAE71284 Trifolium pratense putative histone deacetylase
21

Q8LJS2 Glycine max AAN03465 HD2A_SOYBN Histone deacetylase 2a (HD2a) (Nucleolar histone deacetylase HD2-p39)/nucleolar histone deacetylase HD2-P39
BAE71193 Trifolium pratense putative Nucleolar histone deacetylase67

AT3G44750 = NP_566872 Q9FVE6 AAB70032 AAG28472 AAL38837 AAM20363 HD2A (HISTONE DEACETYLASE 2A); nucleic acid binding/zinc ion binding /HD2A_ARATH Histone deacetylase 2a (HD-tuins protein 1)/putative histone deacetylase /putative histone deacetylase
ABA40460 Solanum tuberosum ABB29936 ABB55378 histone deacetylase-like protein/deacetylase-like protein /histone deacetylase-like protein-like56
AT5G03740 = NP_195994 Q9LZR5 CAB82939 AAF70197 BAB08599 AAK49605 AAM49770 AAM98303 HD2C (HISTONE DEACETYLASE 2C); nucleic acid binding/zinc ion binding /HD2C_ARATH Histone deacetylase 2c (HD-tuins protein 3)/histone deacetylase-like protein /putativ

AT2G27840 = NP_565661 Q9M4T3 AAF70198 AAP04146 AAP40362 HDT4/HD2D_ARATH Histone deacetylase 2d (HD-tuins protein 4)/putative histone deacetylase HD2d /unknown protein /unknown protein15
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AT5G22650 = NP_851056 Q56WH4 AAC02539 BAB11671 AAG28473 AAL24375 AAL84970 AAM67423 HD2B (HISTONE DEACETYLASE 2B)/HD2B_ARATH Histone deacetylase 2b (HD-tuins protein 2)/putative histone deacetylase /histone deacetylase-like protein /putative histone
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