
AT4G20910 = NP_567616 AAC97105 CAB45886 CAB79091 AAK16435 AAL05056 HEN1 (HUA ENHANCER 1)/unknown /putative protein /putative protein /CORYMBOSA2 /HEN1
AT4G20920 = NP_193824 CAB45887 CAB79092 double-stranded RNA binding/putative protein /putative protein

BAD30766 Oryza sativa (japonica cultivar-group) putative HEN1
Smo_AtHEN1CRM2_1_1

Ppa_AtHEN1CRM2_1_1
XP_762185 Ustilago maydis 521 EAK86922 hypothetical protein UM06038.1/hypothetical protein UM06038.1

XP_569332 Cryptococcus neoformans var. neoformans JEC21 EAL21645 Cryptococcus neoformans var. neoformans B-3501A AAW42025 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein CNC00420/hypothetical protein CNBC6810 /hypothetical prot
NP_001032744 Rattus norvegicus AAI07927 hypothetical protein LOC365902/Hypothetical protein LOC365902
NP_079999 Mus musculus BAC30196 BAC39480 AAH99408 hypothetical protein LOC66715/unnamed protein product /unnamed protein product /Unknown (protein for MGC:117573)

XP_524784 Pan troglodytes NP_653185 Homo sapiens AAH12198 BAB70852 CAI12929 CAI12930 CAI12931 AAH88366 PREDICTED: similar to Hypothetical protein FLJ30525/hypothetical protein LOC113802 /Hypothetical protein LOC113802 /unnamed protein product /nove
BAE02201 Macaca fascicularis unnamed protein product

XP_537046 Canis familiaris PREDICTED: similar to CG12367-PA
XP_426611 Gallus gallus PREDICTED: similar to Hypothetical protein FLJ30525

XP_392296 Apis mellifera PREDICTED: similar to GA11585-PA
EAL24666 Drosophila pseudoobscura GA11585-PA

NP_610732 Drosophila melanogaster AAL39470 AAF58575 CG12367-PA/LD04449p /CG12367-PA
XP_315664 Anopheles gambiae str. PEST EAA11482 ENSANGP00000021705/ENSANGP00000021705

XP_794037 Strongylocentrotus purpuratus PREDICTED: similar to CG12367-PA
CAI11740 Danio rerio novel protein
NP_001017842 Danio rerio AAH92772 hypothetical protein LOC550540/Hypothetical protein LOC550540

EAR91161 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00433810
CAI39064 Paramecium tetraurelia Protein with similarity to HEN1 (Arabidopsis thaliana)

NP_596125 Schizosaccharomyces pombe 972h- CAB58157 Schizosaccharomyces pombe hypothetical protein SPBC336.05c/SPBC336.05c
YP_524803 Rhodoferax ferrireducens DSM 15236 ABD71272 Methyltransferase type 12/Methyltransferase type 12
ZP_01004159 Loktanella vestfoldensis SKA53 EAQ05728 hypothetical protein SKA53_06477/hypothetical protein SKA53_06477

ZP_01035848 Roseovarius sp. 217 EAQ25425 hypothetical protein ROS217_06695/hypothetical protein ROS217_06695
YP_322112 Anabaena variabilis ATCC 29413 ABA21217 hypothetical protein Ava_1594/conserved hypothetical protein

NP_823500 Streptomyces avermitilis MA-4680 BAC70035 hypothetical protein SAV2324/hypothetical protein
NP_630088 Streptomyces coelicolor A3(2) CAC44586 hypothetical protein SCO5972/hypothetical protein

ZP_00617068 Kineococcus radiotolerans SRS30216 EAM75216 hypothetical protein KradDRAFT_2448/hypothetical protein KradDRAFT_2448
AT5G46250 = NP_568660 NP_851141 BAB11080 AAK91419 AAN18157 RNA binding/nucleic acid binding /RNA binding /nucleic acid binding /unnamed protein product /AT5g46250/MPL12_3 /At5g46250/MPL12_3
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AtHEN1CRM2(At4g20910): global tree
File name: AtHEN1CRM2.mltree0.svg
119 aa residues 31 OTU included.
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