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AT2G13370 = NP_178970 AAD28668 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /putative chromodomain-helicase-DNA-binding protein
BAD94038 Arabidopsis thaliana pseudogene100
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XP_638708 Dictyostelium discoideum AX4 EAL65353 Dictyostelium discoideum hypothetical protein DDB0220640/CHD gene family protein containing chromodomain, helicase domain, and DNA-binding domain
AAD56025 Nymphicus hollandicus chromodomain helicase DNA binding protein 1
AAO61783 Taeniopygia guttata chromo-helicase DNA-binding protein
NP_990272 Gallus gallus AAC60282 chromodomain helicase DNA binding protein 1/chromo-helicase-DNA-binding on the Z chromosome protein56

50

AAD56022 Aegolius funereus chromodomain helicase DNA binding protein 1
AAD56021 Aegolius funereus chromodomain helicase DNA binding protein 1
AAD56024 Nymphicus hollandicus chromodomain helicase DNA binding protein 1
XP_429117 Gallus gallus PREDICTED: similar to chromodomain helicase DNA binding protein 1, partial
AAD56023 Gallus gallus chromodomain helicase DNA binding protein 198

52

AAO61781 Taeniopygia guttata AAO61782 chromo-helicase DNA-binding protein/chromo-helicase DNA-binding protein
43
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NP_031716 Mus musculus P40201 A47392 AAB08486 BAC33872 chromodomain helicase DNA binding protein 1/CHD1_MOUSE Chromodomain-helicase-DNA-binding protein 1 (ATP-dependent helicase CHD1) (CHD-1)/A47392 chromodomain-helicase-DNA-binding protein, CHD-1 -
O14646 Homo sapiens AAB87381 CHD1_HUMAN Chromodomain-helicase-DNA-binding protein 1 (ATP-dependent helicase CHD1) (CHD-1)/CHD1

XP_880828 Bos taurus XP_880899 XP_880966 PREDICTED: similar to chromodomain helicase DNA binding protein 1 isoform 5/PREDICTED: similar to chromodomain helicase DNA binding protein 1 isoform 6 /PREDICTED: similar to chromodomain helicase DNA binding
XP_848459 Canis familiaris NP_001261 Homo sapiens XP_856319 Canis familiaris XP_546008 PREDICTED: similar to chromodomain helicase DNA binding protein 1 isoform 2/chromodomain helicase DNA binding protein 1 /PREDICTED: similar to chromodomain hel71
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AAH94093 Xenopus laevis Unknown (protein for IMAGE:6639554)

99

CAF96563 Tetraodon nigroviridis unnamed protein product
XP_691694 Danio rerio PREDICTED: similar to DNA-binding protein, partial98

100

CAG01534 Tetraodon nigroviridis unnamed protein product
XP_698294 Danio rerio PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2)100

NP_001262 Homo sapiens XP_510607 Pan troglodytes O14647 Homo sapiens AAB87382 chromodomain helicase DNA binding protein 2/PREDICTED: chromodomain helicase DNA binding protein 2 /CHD2_HUMAN Chromodomain-helicase-DNA-binding protein 2 (ATP-dependen
XP_536179 Canis familiaris XP_849509 XP_859203 XP_859122 XP_859323 XP_859244 XP_859285 XP_859466 XP_859392 XP_859020 XP_859355 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 1/PREDICTED: similar to Chromodomain-heli
XP_614999 Bos taurus XP_870974 XP_882740 XP_882170 XP_882784 XP_882870 XP_882827 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 1/PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 2 /
XP_882496 Bos taurus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 9
XP_882406 Bos taurus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 7

XP_882451 Bos taurus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 879
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XP_218790 Rattus norvegicus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2)
XP_925105 Mus musculus XP_925154 XP_902397 XP_925145 XP_145698 XP_911767 XP_902427 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 3/PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 764
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XP_314800 Anopheles gambiae str. PEST EAA10171 ENSANGP00000011045/ENSANGP00000011045
AAC37264 Drosophila melanogaster chromodomain-helicase-DNA-binding protein
NP_477197 Drosophila melanogaster AAF51170 AAR82736 Chromodomain-helicase-DNA-binding protein CG3733-PA/CG3733-PA /SD21488p100
EAL33204 Drosophila pseudoobscura GA17649-PA100

100

94

CAE65711 Caenorhabditis briggsae Hypothetical protein CBG10790
NP_491994 Caenorhabditis elegans CAB07481 H06O01.2/Hypothetical protein H06O01.2100

100

BAE64193 Aspergillus oryzae unnamed protein product
XP_963868 Neurospora crassa N150 XP_330496 Neurospora crassa EAA34632 hypothetical protein/hypothetical protein /hypothetical protein
EAQ92569 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_0080489
XP_362144 Magnaporthe grisea 70-15 hypothetical protein MG04589.4100

XP_387278 Gibberella zeae PH-1 EAA76785 hypothetical protein FG07102.1/hypothetical protein FG07102.1
100

100

XP_721533 Candida albicans SC5314 XP_721262 EAL02455 EAL02735 hypothetical protein CaO19_3035/hypothetical protein CaO19_10553 /hypothetical protein CaO19.10553 /hypothetical protein CaO19.3035
XP_462077 Debaryomyces hansenii CBS767 CAG90563 hypothetical protein DEHA0G13277g/unnamed protein product100
XP_501282 Yarrowia lipolytica CLIB122 CAG81577 hypothetical protein/unnamed protein product

XP_452985 Kluyveromyces lactis NRRL Y-1140 CAH01836 unnamed protein product/unnamed protein product
XP_449279 Candida glabrata CBS 138 CAG62253 unnamed protein product/unnamed protein product
NP_011091 Saccharomyces cerevisiae P32657 AAB64691 Nucleosome remodeling factor that functions in regulation of transcription elongation; contains a chromo domain, a helicase domain and a DNA-binding domain; component of both the SAGA and SILK comple91

NP_986789 Eremothecium gossypii AAS54613 Ashbya gossypii ATCC 10895 AGR123Cp/AGR123Cp57
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NP_593660 Schizosaccharomyces pombe 972h- Q9US25 Schizosaccharomyces pombe CAB66168 hypothetical protein SPAC1783.05/HRP1_SCHPO Chromodomain helicase hrp1 (ATP-dependent helicase hrp1)/SPAC1783.05
NP_594967 Schizosaccharomyces pombe 972h- O14139 Schizosaccharomyces pombe CAB16277 hypothetical protein SPAC3G6.01/HRP3_SCHPO Chromodomain helicase hrp3 (ATP-dependent helicase hrp3)/SPAC3G6.0198

100
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XP_572827 Cryptococcus neoformans var. neoformans JEC21 EAL19409 Cryptococcus neoformans var. neoformans B-3501A AAW45520 Cryptococcus neoformans var. neoformans JEC21 transcription regulator/hypothetical protein CNBH1020 /transcription regulator
XP_761233 Ustilago maydis 521 EAK82877 hypothetical protein UM05086.1/hypothetical protein UM05086.1100
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