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100 gnl| CMER|CMJ200C_SWI/SNF _related, matrix_associated, actin_dependent regulator of chromatin, subfamily a
I Ppa_CHR24_25 1
76, Smo_CHR24_6_1
0 100 Ppa_CHR24 6_1
5 5 XP_549820 Oryza sativa (japonica cultivar-group) BAB62641 BAB92143 BAD04853 BAD45511 putative RAD26/putative DNA repair and recombination protein /putative DNA repair and recombination protein /Cockayne syndrome group B /putative RAD26
%31 Cre
4 XP_501912 Yarrowia lipolytica CLIB122 CAG82232 hypothetical protein/unnamed protein product
100 gnl[CMERCMO092C_DNA repair_and_recombination_protein_RAD26
100 XP_421656 Gallus gallus PREDICTED: similar to DNA excision repair protein ERCC-6 (Cockayne syndrome protein CSB)
100 |:XP7224627 Rattus norvegicus PREDICTED: similar to DNA excision repair protein ERCC-6 (Cockayne syndrome protein CSB)
9apmo_CHR24_13_1

63

100 Ppa_CHR24_3 1
I_—Ppa_CHH24_1 0.1
XP_474485 Oryza sativa (japonica cultivar-group) CAE05788 OSUNBb0020J19.17/0SINBb0020J19.17
AT5G63950 = NP_201200 BAA96898 AAL58917 AAM98274 ATP binding/ATP-dependent helicase/DNA binding /helicase/nucleic acid binding /Junnamed protein product /AT5963950/MBM17_5 /At5g63950/MBM17_5
99 (~NP_666347 Mus musculus AAH37660 BAC26244 BAC39230 BAC39231 AANB7172 excision repair cross-complementing rodent repair deficiency complementation group 6 - like/Excision repair cross-complementing rodent repair deficiency complementation group 6 - ik

XP_228546 Rattus norvegicus PREDICTED: similar to SNF2/RAD54 family protein
85r—XP_521130 Pan troglodytes NP_060139 Homo sapiens NP_001009954 AAI11487 PREDICTED: similar to SNF2/RAD54 family protein /hypothetical protein LOC54821 isoform a /hypothetical protein LOC54821 isoform b /Hypothetical protein LOC54821, isoform

XP_549075 Canis familiaris PREDICTED: similar to excision repair cross-complementing rodent repair deficiency complementation group 6 - like
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Smo CHR24 1 1 and 10904 Cre were removed from this tree.



