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BAD88436 Chara globularis MADS-box transcription factor CgMADS1
BAD88437 Coleochaete scutata MADS-box transcription factor CsMADS1

AAM51778 Lycopodium annotinum MADS-box gene 4 protein
Smo_SrMADS1_17_1 Smo_SrMADS1_24_1

BAC67017 Selaginella remotifolia MADS-box transcription factor SrMADS1
Smo_SrMADS1_10_195

AAM51780 Lycopodium annotinum MADS-box gene 6 protein
AAM51776 Lycopodium annotinum MADS-box gene 2 protein45

44

84

BAA25246 Ceratopteris richardii transcription factor
Smo_SrMADS1_1_1 Smo_SrMADS1_30_1

AAG09137 Physcomitrella patens AAG09138 CAD11674 MADS-domain protein PPM2/MADS-domain protein PPM2 /putative MADS-domain transcription factor
AAG09136 Physcomitrella patens MADS-domain protein PPM184
BAC06829 Physcomitrella patens subsp. patens MADS-box protein PpMADS197

Ppa_PpMADSS
Ppa_PpMADS538

Ppa_PpMADS699

100

23

AT3G54340 = NP_191002 P35632 AAA32740 AAD51888 AAD51889 AAD51891 AAD51893 AAD51900 AAD51903 CAB81799 AAL49893 AAN13159 AP3 (APETALA 3); DNA binding/transcription factor /AP3_ARATH Floral homeotic protein APETALA3 /APETELA3/floral homeotic protein AP
P23706 Antirrhinum majus CAA44629 CAA36268 DEFA_ANTMA Floral homeotic protein DEFICIENS/DEF A protein /deficiens97

LOC_Os06g49840.198

AT5G20240 = NP_197524 P48007 BAA06465 AAD51985 AAD51986 AAD51987 AAD51989 AAD51990 AAD51992 AAD51996 AAD51998 AAD51999 BAA87000 PI (PISTILLATA); DNA binding/transcription factor /PIST_ARATH Floral homeotic protein PISTILLATA (Transcription factor PI
Q03378 Antirrhinum majus CAA48725 GLOB_ANTMA Floral homeotic protein GLOBOSA/globosa88

LOC_Os05g34940.1
LOC_Os01g66030.153
CAC33848 Zea mays putative MADS-domain transcription factor100

100

36

CAC13992 Gnetum gnemon putative MADS-domain transcription factor GGM16
CAB44448 Gnetum gnemon CAD18858 putative MADS domain transcription factor GGM2/putative MADS-domain transcription factor43

15

AAF28863 Pinus radiata DEF/GLO-like protein
BAD93168 Ginkgo biloba MADS-box transcription factor GbMADS4

Q9XGJ4 Gnetum gnemon CAB44459 GGM13_GNEGN MADS-box protein GGM13/putative MADS domain transcription factor GGM13
BAD93174 Ginkgo biloba MADS-box transcription factor GbMADS10100

73
15
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BAA85631 Gnetum parvifolium GpMADS4
AAQ13443 Picea abies MADS-domain protein DAL1097

AAC24320 Ceratopteris richardii MADS-box protein
BAA25245 Ceratopteris richardii transcription factor

CAA69276 Ceratopteris richardii homeotic protein61
AAC24493 Ceratopteris richardii CMADS292

98

AT3G57390 = NP_191298 CAB68145 AAG37900 BAD95389 AGL18; transcription factor/MADS transcription factor-like protein /MADS-box protein AGL18 /MADS transcription factor-like protein
AAQ72497 Petunia x hybrida MADS-box protein 976

AT5G13790 = NP_196883 Q38847 S71200 AAA65653 AGL15 (AGAMOUS-LIKE 15); DNA binding/transcription factor /AGL15_ARATH Agamous-like MADS box protein AGL15 /S71200 agamous-like protein 15 - Arabidopsis thaliana/AGL1565

17

BAB70736 Magnolia praecocissima putative MADS-domain transcription factor MpMADS1
AT4G24540 = NP_194185 AAC63139 AAC63140 CAA23009 CAB79364 AGL24; transcription factor/MADS-box Protein /MADS-box protein /MADS-box protein AGL24 /MADS-box protein AGL24

AAB94005 Solanum tuberosum MADS transcriptional factor; STMADS16
AT2G22540 = NP_179840 Q9FVC1 AAG24508 SVP (SHORT VEGETATIVE PHASE); transcription factor/SVP_ARATH SHORT VEGETATIVE PHASE protein/short vegetative phase protein36

36
46

LOC_Os03g08754.1
LOC_Os02g52340.1

LOC_Os06g11330.1
CAD23409 Zea mays putative MADS-domain transcription factor75

100
88

100

BAA25247 Ceratopteris richardii transcription factor
AAC24492 Ceratopteris richardii CMADS187

3

LOC_Os04g23910.1
LOC_Os08g33488.1

AT2G14210 = NP_179033 AAD25638 AAO64796 ANR1; DNA binding/transcription factor /putative MADS-box protein ANR1 /At2g14210
AT2G22630 = NP_179848 H84614 Q38840 AAD15571 AGL17 (AGAMOUS-LIKE 17); transcription factor/H84614 probable MADS-box protein AGL17 /AGL17_ARATH Agamous-like MADS box protein AGL17/putative MADS-box protein AGL17

AT4G37940 = NP_195507 Q9SZJ6 CAB37534 CAB80459 AAL73213 ABD60729 AGL21; transcription factor/AGL21_ARATH Agamous-like MADS box protein AGL21/MADS-box protein AGL17-like protein /MADS-box protein AGL17-like protein /MADS-box protein AGL21 /At4g3794096
CAA71739 Antirrhinum majus DEFH125 protein

AT3G57230 = NP_191282 AGL16; transcription factor31
35

LOC_Os02g49840.1
LOC_Os02g36924.1

AAO85643 Zea mays MADS-box transcription factor MADS2100
26

44

49

55

91

3

AT1G24260 = NP_564214 O22456 AAB67832 AAC00586 SEP3 (SEPALLATA3); transcription factor/SEP3_ARATH Developmental protein SEPALLATA3 (Agamous-like MADS box protein AGL9) /AGL9 /AGL9
AT3G02310 = NP_186880 P29384 AAA32734 AAF02125 AAU82010 AAU82012 AAU82013 AAU82015 AAU82016 AAU82017 AAU82018 AAU82019 AAU82020 AAU82021 AAU82022 AAU82023 AAU82025 AAU82026 AAU82027 AAU82028 AAU82029 AAU82030 AAW38979 SEP2 (SEPALLATA2); DNA binding/

AT5G15800 = NP_568322 P29382 BAC43207 AAP12873 AAU81986 AAU81988 AAU82003 SEP1 (SEPALLATA1); DNA binding/transcription factor /SEP1_ARATH Developmental protein SEPALLATA1 (Agamous-like MADS-box protein AGL2)/putative transcription factor AGL2 /At5g199
40

AAX15917 Amborella trichopoda AAY25578 AGL2/AGL2
39

AAD09206 Pinus radiata putative MADS-box family transcription factor
46

LOC_Os08g41950.1
LOC_Os09g32948.171

57

AT2G03710 = NP_849930 AAL36250 AAM20027 AGL3 (AGAMOUS-LIKE 3); DNA binding/transcription factor /putative MADS-box protein AGL3 /putative MADS-box protein (AGL3)
66

LOC_Os03g54170.1
LOC_Os03g11614.1
LOC_Os06g06750.1100

78

79

CAB44455 Gnetum gnemon putative MADS domain transcription factor GGM9
CAA56864 Picea abies dal1

BAD93165 Ginkgo biloba MADS-box transcription factor GbMADS171
81

LOC_Os04g49150.1
BAA94287 Petunia x hybrida pMADS4

LOC_Os02g45770.172
94

AAD09207 Pinus radiata putative MADS-box family transcription factor
22
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AT3G61120 = NP_191671 Q38837 T47904 CAB71042 AGL13 (AGAMOUS-LIKE 13); DNA binding/transcription factor /AGL13_ARATH Agamous-like MADS box protein AGL13 /T47904 MADS-box protein AGL13 - Arabidopsis thaliana/MADS-box protein AGL13
AT2G45650 = NP_182089 P29386 AAA79328 AAC06173 AGL6; DNA binding/transcription factor /AGL6_ARATH Agamous-like MADS box protein AGL6 /transcription factor/MADS-box protein (AGL6)69

61

AT3G30260 = NP_189645 AAN52802 DNA binding/transcription factor /MADS-box protein AGL79
AT5G60910 = NP_568929 Q38876 AAA97403 BAB10640 AAK62374 AAL66878 AGL8 (AGAMOUS-LIKE 8); transcription factor/AGL8_ARATH Agamous-like MADS box protein AGL8 (Floral homeotic protein AGL8) (Transcription factor FRUITFULL) /AGL8/floral homeotic protein
CAA45228 Antirrhinum majus SQUA22
AT1G26310 = NP_564243 CAL (CAULIFLOWER); DNA binding/transcription factor

AT1G69120 = NP_177074 P35631 1902329A AAF27070 AAO42136 AAO50484 AP1 (APETALA1); DNA binding/transcription factor /AP1_ARATH Floral homeotic protein APETALA1 (Agamous-like MADS box protein AGL7) /1902329A APETALA1 gene/F4N2.9 /putative floral homeot69
41

60

LOC_Os03g54160.1
LOC_Os07g01820.2

CAB97354 Hordeum vulgare subsp. vulgare MADS-box protein 896
98

LOC_Os07g41370.1
CAD23441 Zea mays putative MADS-domain transcription factor100

68

84
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AT1G71692 = NP_565022 H96738 Q38841 AAF43220 AAG51837 AAP04142 AAP37691 AAP40351 AGL12 (AGAMOUS-LIKE 12); transcription factor/H96738 hypothetical protein F14O23.5 /AGL12_ARATH Agamous-like MADS box protein AGL12/Identical to the Arabidopsis thalian
LOC_Os08g02070.1

LOC_Os12g10520.188
98

CAB44456 Gnetum gnemon putative MADS domain transcription factor GGM10
40

CAB44449 Gnetum gnemon putative MADS domain transcription factor GGM3
BAD93166 Ginkgo biloba MADS-box transcription factor GbMADS265

LOC_Os01g10504.1
LOC_Os05g11414.183

LOC_Os12g10540.172

LOC_Os01g66290.1
AT4G18960 = NP_567569 AG (AGAMOUS); transcription factor

AT4G09960 = NP_192734 Q38836 AAC49080 CAB39620 CAB78119 AAM64757 STK (SEEDSTICK); transcription factor/AGL11_ARATH Agamous-like MADS box protein AGL11/MADS-box protein AGL11 /MADS-box protein AGL11 /MADS-box protein AGL11 /MADS-box protein AGL11
AAX69070 Pisum sativum MADS box protein M8

AT2G42830 = NP_850377 SHP2 (SHATTERPROOF 2); transcription factor
AT3G58780 = NP_191437 P29381 AAA32730 CAB88295 AAM64275 AAU82032 AAU82033 AAU82034 AAU82035 AAU82036 AAU82037 AAU82038 AAU82039 AAU82040 AAU82041 AAU82042 AAU82043 AAU82044 AAU82045 AAU82046 AAU82047 AAU82048 AAU82049 AAU82050 AAU82051 AAU82052 AAU8299
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AT5G51860 = NP_199999 AAN52785 transcription factor/MADS-box protein AGL72
AT5G51870 = NP_200000 BAA97222 AAN52784 transcription factor/MADS box transcription factor-like /MADS-box protein AGL7199

AT5G62165 = NP_568952 NP_001032123 NP_851247 BAB10179 AAL06880 AAL38682 AAL47402 AAM20159 AAN52777 AGL42 (AGAMOUS LIKE 42); transcription factor/AGL42 (AGAMOUS LIKE 42); transcription factor /AGL42 (AGAMOUS LIKE 42); transcription factor /MADS box p66

LOC_Os10g39130.1
AT2G45660 = NP_182090 O64645 AAC06175 AAG16297 AAK60321 AAM16228 AGL20 (AGAMOUS-LIKE 20); transcription factor/SOC1_ARATH SUPPRESSOR OF CONSTANS OVEREXPRESSION 1 protein (Agamous-like MADS box protein AGL20)/MADS-box protein (AGL20) /MADS box protei
AT4G22950 = NP_194026 O82743 T05126 CAA19810 CAB79250 AAG37901 AAN13066 AGL19 (AGAMOUS-LIKE 19); transcription factor/AGL19_ARATH Agamous-like MADS box protein AGL19 /T05126 MADS box protein F7H19.130 - Arabidopsis thaliana/putative MADS Box /AGL pr

AT4G11880 = NP_192925 Q38838 T09347 CAB44326 CAB78231 AGL14 (AGAMOUS-LIKE 14); DNA binding/transcription factor /AGL14_ARATH Agamous-like MADS box protein AGL14 /T09347 MADS box protein AGL14 - Arabidopsis thaliana/MADS-box protein AGL14 /MADS-box p97
54

31

AAB80808 Pinus radiata putative MADS box transcription factor PrMADS5
BAD93167 Ginkgo biloba MADS-box transcription factor GbMADS354

CAB44447 Gnetum gnemon putative MADS domain transcription factor GGM197

26

46

3

LOC_Os04g52410.1
LOC_Os06g45650.1

LOC_Os02g07430.1
Q8VWM8 Zea mays CAC81053 M17_MAIZE MADS-box protein ZMM17/putative MADS-domain transcription factor100

53
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AT5G23260 = NP_974823 Q8RYD9 CAC85664 TT16 (TRANSPARENT TESTA16); transcription factor/TT16_ARATH TRANSPARENT TESTA 16 protein (Arabidopsis BSISTER MADS-box protein)/putative MADS-domain transcription factor
Q9ATE5 Petunia x hybrida AAK21255 FBP24_PETHY MADS-box protein FBP24 (Floral binding protein 24)/MADS-box transcription factor FBP2481

59

LOC_Os01g52680.1
AT5G65080 = NP_201313 BAD42943 MAF5 (MADS AFFECTING FLOWERING 5 VARIANT I); transcription factor/MADS box protein FCL1

AT5G65070 = NP_201312 AAO65315 MAF4 (MADS AFFECTING FLOWERING 4); transcription factor/MADS affecting flowering 4 variant I92
AT1G77080 = NP_850980 AAG37902 MAF1 (MADS AFFECTING FLOWERING 1); transcription factor/MADS-box protein AGL27-I

AT5G65050 = NP_569005 AGL31 (MADS AFFECTING FLOWERING2); transcription factor
AT5G65060 = NP_201311 BAA97510 AAO65310 MAF3 (MADS AFFECTING FLOWERING 3); transcription factor/MADS box transcription factor-like /MADS affecting flowering 3 variant I98

99
85

AT5G10140 = NP_196576 Q9S7Q7 AAD21248 AAD21249 CAB92055 AAN04056 DAA01051 AAV51218 AAV51219 AAV51220 AAV51221 AAV51222 AAV51223 AAV51224 AAV51225 AAV51226 AAV51227 AAV51228 AAV51229 AAV51230 AAX89409 AAX89410 AAX89411 AAX89412 AAX89413 FLC (FLOWERIN

100

LOC_Os04g31804.1
CAE53900 Triticum aestivum putative MADS box-like protein

LOC_Os01g69850.1100
LOC_Os08g41960.163

63
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MADS6-2: EBA_LWO_fgenesh2_pg.C_scaffold_119000004  MADS6-1: EBA_LWO_fgenesh1_pm.C_scaffold_87000023 

MADS1-2: EBA_gw1.41.36.1  MADS1-1: EBA_LWO_LWO_gw1.35.54.1

MADS3-2: LWO_e_gw1.70.20.1  MADS3-1: LWO_estExt_fgenesh1_pm.C_640026


