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XP_002272779 CAN72620 CAO48052 Vitis vinifera PREDICTED://unnamed protein product
ACU24180 Glycine max unknown73

NP_199399 BAB09315 Arabidopsis thaliana Bet v I allergen family protein/unnamed protein product
NP_199398 BAB09314 Arabidopsis thaliana Bet v I allergen family protein/unnamed protein product99

NP_193597 CAB37447 CAB78864 Arabidopsis thaliana unknown protein/putative protein /putative protein99

85

ABK22940 Picea sitchensis unknown
jgi|Selmo1_117026_e_gw1.55.478.1 jgi|Selmo1_161269_estExt_Genewise1.C_1130060

ABK23752 Picea sitchensis unknown
NP_001057772 BAD54206 BAF19686 EAZ37208 Oryza sativa Japonica Group Os06g0528300/Bet v I allergen-like /Os06g0528300 /OsJ_21547

EAZ01191 Oryza sativa Indica Group OsI_23218100
EAZ01188 Oryza sativa Indica Group OsI_23215
NP_001057771 BAD46129 BAD54200 BAF19685 EAZ37204 BAG98349 Oryza sativa Japonica Group Os06g0527800/Bet v I allergen-like /Bet v I allergen-like /Os06g0527800 /OsJ_21545 /unnamed protein product96

100

ACF80077 ACG39386 Zea mays unknown/AT-rich element binding factor 3
XP_002451888 EES04864 Sorghum bicolor SORBIDRAFT_04g009280/SORBIDRAFT_04g009280
ACF86162 ACG31407 Zea mays unknown/AT-rich element binding factor 345

75

NP_001046464 BAD29693 BAD27946 BAF08378 EAZ22456 BAG96806 BAG86955 Oryza sativa Japonica Group EAY85244 Oryza sativa Indica Group Os02g0255500/Bet v I allergen-like /Bet v I allergen-like /Os02g0255500 /OsJ_06125 /unnamed protein product /unn
100

58

BAD29692 EEE56680 Oryza sativa Japonica Group Bet v I allergen-like/OsJ_06123
EEC72859 Oryza sativa Indica Group OsI_06615100

47

NP_567208 AAM65054 ABF83673 Arabidopsis thaliana unknown protein/unknown /At4g01026
BAF63139 Arabidopsis suecica

NP_563626 AAF97339 AAM65514 AAP21207 BAE99614 Arabidopsis thaliana unknown protein/AC023628_20 Unknown protein /unknown /At1g01360 /75
80

ABK92491 Populus trichocarpa unknown
XP_002302624 EEE81897 Populus trichocarpa predicted protein/predicted protein
ABK96505 Populus trichocarpa x Populus deltoides XP_002320857 EEE99172 Populus trichocarpa unknown/predicted protein /predicted protein56

96

XP_002523369 EEF39085 Ricinus communis conserved/conserved
75

25

ACJ85952 Medicago truncatula unknown
AAV85853 Pisum sativum AT-rich element binding factor 3

ACU14811 ACU21210 Glycine max unknown/unknown42
92

16

CAO65816 Vitis vinifera unnamed protein product
XP_002297980 EEE82785 Populus trichocarpa predicted protein/predicted protein30

XP_002304553 EEE79532 Populus trichocarpa predicted protein/predicted protein72

XP_002509950 EEF51337 Ricinus communis conserved/conserved
62

10

NP_200128 BAB08419 AAO24544 BAF00266 Arabidopsis thaliana unknown protein/unnamed protein product /At5g53160 /
NP_194521 CAB36761 CAB79594 AAN13069 Arabidopsis thaliana unknown protein/putative protein /putative protein /unknown protein34

XP_002270037 CAO69376 Vitis vinifera PREDICTED:/unnamed protein product
ACU15944 Glycine max unknown

ACJ83958 ACJ86004 Medicago truncatula unknown/unknown91
44

XP_002321450 EEF05577 Populus trichocarpa predicted protein/predicted protein
XP_002318380 EEE96600 Populus trichocarpa predicted protein/predicted protein82
XP_002513580 EEF48983 Ricinus communis conserved/conserved62

19

12

ABB29920 Solanum tuberosum CAPIP1-like
AAT35532 ABF72432 Capsicum annuum CAPIP1/PIP176

13

2

XP_002281200 CAN82501 CAO39744 Vitis vinifera PREDICTED://unnamed protein product
ACG26022 ACL54318 ACR37935 Zea mays CAPIP1/unknown /unknown
ACG34726 Zea mays CAPIP155
NP_001140969 ACF85073 ACG37471 Zea mays LOC100273048/unknown /CAPIP1

XP_002439456 EES17886 Sorghum bicolor SORBIDRAFT_09g006700/SORBIDRAFT_09g00670059
100

NP_001054923 AAT47101 BAF16837 BAG89445 EEE62745 Oryza sativa Japonica Group EEC78717 Oryza sativa Indica Group Os05g0213500/unknown protein /Os05g0213500 /unnamed protein product /OsJ_17548 /OsI_18892
87

28

ACH63237 Rheum australe pathogen-induced protein-like protein

6

21

63

71

98

55

XP_001778048 EDQ57157 Physcomitrella patens subsp. patens predicted protein/predicted protein
XP_001762113 EDQ73217 Physcomitrella patens subsp. patens predicted protein/predicted protein68

XP_001767821 EDQ67335 Physcomitrella patens subsp. patens predicted protein/predicted protein84

XP_001767012 EDQ68178 Physcomitrella patens subsp. patens predicted protein/predicted protein
99

jgi|Selmo1_80077_e_gw1.3.1547.1 jgi|Selmo1_101704_e_gw1.25.764.1
jgi|Selmo1_132071_e_gw1.110.243.1 jgi|Selmo1_231224_fgenesh1_pm.C_scaffold_1100003490

NP_001136477 ACF82013 Zea mays LOC100216590/unknown
XP_002441253 EES19683 Sorghum bicolor SORBIDRAFT_09g023180/SORBIDRAFT_09g02318084

NP_001055819 AAU44235 BAF17733 Oryza sativa Japonica Group Os05g0473000//Os05g047300079

EAY76350 Oryza sativa Indica Group OsI_04285
BAB68102 EAZ14012 Oryza sativa Japonica Group Bet v I allergen-like/OsJ_03937100

90

ACN25190 ACN34037 Zea mays unknown/unknown
NP_001147241 ACF87013 ACG26321 Zea mays AT-rich element binding factor 3/unknown /AT-rich element binding factor 358

XP_002456569 EES01689 Sorghum bicolor SORBIDRAFT_03g038600/SORBIDRAFT_03g038600100

79

NP_001148260 ACG30334 Zea mays cyclase/dehydrase family protein /cyclase/dehydrase family protein
XP_002465407 EER92405 Sorghum bicolor SORBIDRAFT_01g038150/SORBIDRAFT_01g03815096

NP_001049838 ABF95453 BAF11752 Oryza sativa Japonica Group Os03g0297600/Streptomyces cyclase/dehydrase family protein, expressed /Os03g0297600
EAY89631 Oryza sativa Indica Group OsI_1116094

100

66

XP_002323024 EEF04785 Populus trichocarpa predicted protein/predicted protein
XP_002308236 EEE91759 Populus trichocarpa predicted protein/predicted protein84

XP_002526675 EEF35697 Ricinus communis conserved/conserved58

XP_002264158 CAO48777 Vitis vinifera PREDICTED:/unnamed protein product
69

XP_002277562 CAO41436 Vitis vinifera PREDICTED:/unnamed protein product
44

CAI84653 Nicotiana tabacum
16

NP_565887 AAC28773 AAK62641 AAL06802 AAM64704 Arabidopsis thaliana unknown protein/expressed protein /At2g38310/T19C21.20 /At2g38310/T19C21.20 /unknown
ACJ85898 Medicago truncatula unknown17

7

XP_002520792 EEF41501 Ricinus communis conserved/conserved
3

XP_002315136 EEF01307 Populus trichocarpa predicted protein/predicted protein
XP_002312183 EEE89550 Populus trichocarpa predicted protein/predicted protein90

33

NP_565928 AAD25950 AAD25668 AAM65989 AAO42281 AAO64028 Arabidopsis thaliana Bet v I allergen family protein/AF085279_23 /expressed protein /unknown /unknown protein /unknown protein
45

NP_196163 BAB09987 AAK97721 AAL31123 AAM61335 AAN31870 Arabidopsis thaliana unknown protein/unnamed protein product /AT5g05440/K18I23_25 /AT5g05440/K18I23_25 /unknown /unknown protein
28

61

6

jgi|Selmo1_123334_e_gw1.71.235.1 jgi|Selmo1_58736_gw1.51.450.1
jgi|Selmo1_135818_e_gw1.140.103.1
jgi|Selmo1_49053_gw1.164.38.1100

83

XP_002324762 EEF03327 Populus trichocarpa predicted protein/predicted protein
XP_002308568 EEE92091 Populus trichocarpa predicted protein/predicted protein70

XP_002516457 EEF45798 Ricinus communis conserved/conserved
XP_002278826 CAO43790 Vitis vinifera PREDICTED:/unnamed protein product92

86

NP_177443 AAD55647 AAU44430 AAX23801 Arabidopsis thaliana unknown protein/AC008017_20 Hypothetical protein /AT1G73000 /At1g73000
75

NP_180174 AAC31232 Arabidopsis thaliana Bet v I allergen family protein/
87

ACN35608 Zea mays unknown
XP_002453556 EES06532 Sorghum bicolor SORBIDRAFT_04g008040/SORBIDRAFT_04g00804080
BAD25659 BAD25855 BAH91594 Oryza sativa Japonica Group EAY85077 Oryza sativa Indica Group Bet v I allergen-like/Bet v I allergen-like /Os02g0226801 /OsI_0643396

XP_002437162 EER88529 Sorghum bicolor SORBIDRAFT_10g022200/SORBIDRAFT_10g022200
NP_001057874 BAD53743 BAD53834 BAF19788 Oryza sativa Japonica Group EAZ01350 Oryza sativa Indica Group Os06g0562200/Bet v I allergen-like /Bet v I allergen-like /Os06g0562200 /OsI_2338498

100

98

NP_001065470 AAK00445 AAP55122 BAF27307 EAZ17061 Oryza sativa Japonica Group EAY79609 Oryza sativa Indica Group Os10g0573400/AC060755_15 unknown protein /Bet v I allergen family protein, putative, expressed /Os10g0573400 /OsJ_32555 /OsI_34749
NP_001150686 ACG40002 ACR34816 Zea mays cyclase/dehydrase family protein /cyclase/dehydrase family protein /unknown
ACG34473 Zea mays cyclase/dehydrase family protein97

XP_002467452 EER94450 Sorghum bicolor SORBIDRAFT_01g028330/SORBIDRAFT_01g02833082
100

ACU23394 Glycine max unknown
XP_002326522 EEE72321 Populus trichocarpa predicted protein/predicted protein

XP_002329563 EEF07403 Populus trichocarpa predicted protein/predicted protein60
XP_002519819 EEF42423 Ricinus communis conserved/conserved67

XP_002280361 Vitis vinifera PREDICTED:
CAO63410 Vitis vinifera unnamed protein product100

ACJ85026 Medicago truncatula unknown
NP_199491 BAB08923 AAL36233 AAM51403 Arabidopsis thaliana unknown protein/unnamed protein product /unknown protein /unknown protein
ABD65175 Brassica oleracea Streptomyces cyclase/dehydrase family protein

ABD65631 Brassica oleracea Streptomyces cyclase/dehydrase family protein68
NP_193521 CAA17130 CAB78789 AAK68830 AAM10088 Arabidopsis thaliana unknown protein/putative protein /putative protein /Unknown protein /unknown protein99
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